SEQUENCE LISTING 



<110> Li, Li 

Padigaru, Mural idhara 
Ballinger, Robert 
Kekuda, Ramesh 
Colman, Steven 
Spytek, Kimberly 
Casman, Stacie 
Edinger, Shlomit 
Gerlach, Valerie 
Sciore, Paul 
Smithson, Glennda 
Peyman, John 
MacDougall, John 
Stone, David 
Vernet, Corine 
Shenoy, Suresh 
Gunther, Erik 
Millet, Isabelle 
Tchernev, Velizar 
Anderson, David 
Gusev, Vladimir 
Malyankar, Uriel 
Zhong, Haihong 
Ellerman, Karen 
Wolenc, Adam 

<120> NOVEL PROTEINS AND NUCLEIC ACIDS ENCODING SAME 

<130> 21402-224 AB 

<140> 10/025,806 
<141> 2001-12-19 

<150> 60/256,635 
<151> 2000-12-18 

<150> 60/259,743 
<151> 2001-01-04 

<150> 60/299,327 
<151> 2001-06-19 

<150> 60/261,498 
<151> 2001-01-12 

<150> 60/263,689 
<151> 2001-01-24 

<150> 60/276,464 
<151> 2001-02-08 

<150> 60/271,021 
<151> 2001-02-22 



<150> 60/275,946 



<151> 2001-03-14 



<150> 60/278, 150 
<151> 2001-03-23 

<150> 60/285, 718 
<151> 2001-04-23 

<150> 60/312 , 902 
<151> 2001-08-16 

<150> 60/257, 876 
<151> 2000-12-21 

<150> 60/260 , 718 
<151> 2001-01-10 

<150> 60/284,591 
<151> 2001-04-18 

<160> 352 

<170> Patentln Ver. 2.1 

<210> 1 

<211> 990 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (9) . . (974) 

<400> 1 

cccttcat atg cca gga aga atg tea gat tec aac etc agt gat aac cat 50 
Met Pro Gly Arg Met Ser Asp Ser Asn Leu Ser Asp Asn His 
15 10 

ctt cca gac acc ttc ttc tta aca ggg ate cca ggg ctg gag get gee 98 
Leu Pro Asp Thr Phe Phe Leu Thr Gly lie Pro Gly Leu Glu Ala Ala 
15 20 25 30 

cac ttc tgg att gee ate cct ttc tgt gee atg tat ctt gta gca ctg 146 
His Phe Trp lie Ala He Pro Phe Cys Ala Met Tyr Leu Val Ala Leu 
35 40 45 



gtt gga aat get gee etc ate ctg gtc att gee atg gac aat get ctt 
Val Gly Asn Ala Ala Leu He Leu Val He Ala Met Asp Asn Ala Leu 
50 55 60 



194 



242 



cat gca cct atg tac etc ttc etc tgc ctt etc tea etc aca gac ctg 

His Ala Pro Met Tyr Leu Phe Leu Cys Leu Leu Ser Leu Thr Asp Leu 
65 70 75 

get etc agt tct acc act gtg ccc aag atg ctg gee att ttg tgg etc 290 

Ala Leu Ser Ser Thr Thr Val Pro Lys Met Leu Ala He Leu Trp Leu 
80 85 90 



cat get ggt gag att tec ttt ggt gga tgc ctg gec cag atg ttt tgt 33 8 
His Ala Gly Glu lie Ser Phe Gly Gly Cys Leu Ala Gin Met Phe Cys 
95 100 105 110 

gtc cat tct ate tat get ctg gag tec teg att eta ctt gee atg gee 386 
Val His Ser lie Tyr Ala Leu Glu Ser Ser lie Leu Leu Ala Met Ala 
115 120 125 

ttt gat agg tat gtg get ate tgt aac cca tta agg tat aca acc att 434 
Phe Asp Arg Tyr Val Ala lie Cys Asn Pro Leu Arg Tyr Thr Thr lie 
130 135 140 

etc aac cat get gtc ata ggc aga att ggc ttt gtt ggg eta ttc cgt 482 
Leu Asn His Ala Val lie Gly Arg lie Gly Phe Val Gly Leu Phe Arg 
145 150 155 

agt gtg get att gtc tec ccc ttc ate ttc ttg ctg agg cga etc ccc 530 
Ser Val Ala lie Val Ser Pro Phe lie Phe Leu Leu Arg Arg Leu Pro 
160 165 170 

tac tgt ggt cac cgt gtc atg aca cac aca tac tgt gag cat atg ggc 578 
Tyr Cys Gly His Arg Val Met Thr His Thr Tyr Cys Glu His Met Gly 
175 180 185 190 

ate gee cga ctg gee tgt gee aac ate act gtc aat att gtc tat ggg 626 
lie Ala Arg Leu Ala Cys Ala Asn lie Thr Val Asn lie Val Tyr Gly 
195 200 205 

eta act gtg get ctg ctg gee atg gga ctg gat tec att etc att gee 674 
Leu Thr Val Ala Leu Leu Ala Met Gly Leu Asp Ser lie Leu lie Ala 
210 215 220 

att tec tat ggc ttt ate etc cat gca gtc ttt cac ctt cca tct cat 722 
lie Ser Tyr Gly Phe lie Leu His Ala Val Phe His Leu Pro Ser His 
225 230 235 

gat gee cag cac aaa get ctg agt acc tgt ggc tec cac att ggc ate 770 
Asp Ala Gin His Lys Ala Leu Ser Thr Cys Gly Ser His lie Gly lie 
240 245 250 

ate ctg gtt ttc tac ate cct gee ttc ttc tec ttc etc acc cac cgc 818 
lie Leu Val Phe Tyr lie Pro Ala Phe Phe Ser Phe Leu Thr His Arg 
255 260 265 270 

ttt ggt cac cac gaa gtc ccc aag cat gtg cac ate ttt ctg get aat 866 
Phe Gly His His Glu Val Pro Lys His Val His lie Phe Leu Ala Asn 
275 280 285 

etc tat gtg ctg gtg cct cct gta etc aat cct att etc tat gga get 914 
Leu Tyr Val Leu Val Pro Pro Val Leu Asn Pro lie Leu Tyr Gly Ala 
290 295 300 

aga acc aag gag att egg agt cga ctt eta aaa ctg ctt cac ctg ggg 962 
Arg Thr Lys Glu lie Arg Ser Arg Leu Leu Lys Leu Leu His Leu Gly 
305 310 315 



3 



aag act tea ata tgaatgctga gcagaa 
Lys Thr Ser lie 
320 



990 



<210> 2 
<211> 322 
<212> PRT 

<213> Homo sapiens 
<400> 2 

Met Pro Gly Arg Met Ser Asp Ser Asn Leu Ser Asp Asn His Leu Pro 
15 10 15 

Asp Thr Phe Phe Leu Thr Gly lie Pro Gly Leu Glu Ala Ala His Phe 
20 25 30 

Trp lie Ala lie Pro Phe Cys Ala Met Tyr Leu Val Ala Leu Val Gly 
35 40 45 

Asn Ala Ala Leu lie Leu Val lie Ala Met Asp Asn Ala Leu His Ala 
50 55 60 

Pro Met Tyr Leu Phe Leu Cys Leu Leu Ser Leu Thr Asp Leu Ala Leu 
65 70 75 80 

Ser Ser Thr Thr Val Pro Lys Met Leu Ala lie Leu Trp Leu His Ala 
85 90 95 

Gly Glu lie Ser Phe Gly Gly Cys Leu Ala Gin Met Phe Cys Val His 
100 105 110 

Ser lie Tyr Ala Leu Glu Ser Ser lie Leu Leu Ala Met Ala Phe Asp 
115 120 125 

Arg Tyr Val Ala lie Cys Asn Pro Leu Arg Tyr Thr Thr lie Leu Asn 
130 135 140 

His Ala Val lie Gly Arg lie Gly Phe Val Gly Leu Phe Arg Ser Val 
145 150 155 160 

Ala lie Val Ser Pro Phe He Phe Leu Leu Arg Arg Leu Pro Tyr Cys 
165 170 175 

Gly His Arg Val Met Thr His Thr Tyr Cys Glu His Met Gly He Ala 
180 185 190 

Arg Leu Ala Cys Ala Asn He Thr Val Asn He Val Tyr Gly Leu Thr 
195 200 205 

Val Ala Leu Leu Ala Met Gly Leu Asp Ser He Leu He Ala He Ser 
210 215 220 

Tyr Gly Phe He Leu His Ala Val Phe His Leu Pro Ser His Asp Ala 
225 230 235 240 



Gin His Lys Ala Leu Ser Thr Cys Gly Ser His He Gly He He Leu 

4 



245 



250 



255 



Val Phe Tyr He Pro 
260 

His His Glu Val Pro 
275 

Val Leu Val Pro Pro 
290 

Lys Glu He Arg Ser 
305 



Ala Phe Phe Ser Phe Leu 
265 

Lys His Val His He Phe 
280 

Val Leu Asn Pro He Leu 
295 

Arg Leu Leu Lys Leu Leu 
310 315 



Thr His Arg Phe Gly 
270 

Leu Ala Asn Leu Tyr 
285 

Tyr Gly Ala Arg Thr 
300 

His Leu Gly Lys Thr 
320 



Ser He 



<210> 3 
<211> 980 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (7) . . (972) 



<400> 3 

cttcat atg cca gga aga atg tea gat tec aac etc agt gat aac cat 48 

Met Pro Gly Arg Met Ser Asp Ser Asn Leu Ser Asp Asn His 
1 5 * 10 

ctt cca gac acc ttc ttc tta aca ggg ate cca ggg ctg gag get gec 96 
Leu Pro Asp Thr Phe Phe Leu Thr Gly He Pro Gly Leu Glu Ala Ala 
15 20 25 30 

cac ttc tgg att gec ate cct ttc tgt gec atg tat ctt gta gca ctg 144 
His Phe Trp He Ala He Pro Phe Cys Ala Met Tyr Leu Val Ala Leu 
35 40 45 



gtt gga aat get gec etc ate ctg gtc att gec atg gac aat get ctt 192 

Val Gly Asn Ala Ala Leu He Leu Val He Ala Met Asp Asn Ala Leu 

50 55 60 

cat gca cct atg tac etc ttc etc tgc ctt etc tea etc aca gac ctg 240 

His Ala Pro Met Tyr Leu Phe Leu Cys Leu Leu Ser Leu Thr Asp Leu 

65 70 75 



get etc agt tct acc act gtg ccc aag atg ctg gec att ttg tgg etc 288 
Ala Leu Ser Ser Thr Thr Val Pro Lys Met Leu Ala He Leu Trp Leu 
80 85 90 



cat get ggt gag att tec ttt ggt gga tgc ctg gec cag atg ttt tgt 336 
His Ala Gly Glu He Ser Phe Gly Gly Cys Leu Ala Gin Met Phe Cys 
95 100 105 HO 



5 



gtc cat tct ate tat get ctg gag tec teg att eta ctt gee atg gee 
Val His Ser lie Tyr Ala Leu Glu Ser Ser lie Leu Leu Ala Met Ala 
115 120 125 



384 



ttt gat agg tat gtg get ate tgt aac cca tta agg tat aca ace att 432 
Phe Asp Arg Tyr Val Ala lie Cys Asn Pro Leu Arg Tyr Thr Thr lie 
130 135 140 

etc aac cat get gtc ata ggc aga att ggc ttt gtt ggg eta ttc cgt 480 
Leu Asn His Ala Val lie Gly Arg He Gly Phe Val Gly Leu Phe Arg 
145 150 155 

agt gtg get att gtc tec ccc ttc ate ttc ttg ctg agg cga etc ccc 528 
Ser Val Ala He Val Ser Pro Phe He Phe Leu Leu Arg Arg Leu Pro 
160 165 170 

tac tgt ggt cac cgt gtc atg aca cac aca tac tgt gag cat atg ggc 576 
Tyr Cys Gly His Arg Val Met Thr His Thr Tyr Cys Glu His Met Gly 
175 180 185 190 

ate gee cga ctg gec tgt gee aac ate act gtc aat att gtc tat ggg 624 
He Ala Arg Leu Ala Cys Ala Asn He Thr Val Asn He Val Tyr Gly 
195 200 205 

eta act gtg get ctg ctg gee atg gga ctg gat tec att etc att gec 672 
Leu Thr Val Ala Leu Leu Ala Met Gly Leu Asp Ser He Leu He Ala 
210 215 220 

att tec tat ggc ttt ate etc cat gca gtc ttt cac ctt cca tct cat 720 
He Ser Tyr Gly Phe He Leu His Ala Val Phe His Leu Pro Ser His 
225 230 235 

gat gee cag cac aaa get ctg agt ace tgt ggc tec cac att ggc ate 768 
Asp Ala Gin His Lys Ala Leu Ser Thr Cys Gly Ser His He Gly He 
240 245 250 

acc ctg gtt ttc tac ate cct gec ttc ttc tec ttc etc ace cac cgc 816 
Thr Leu Val Phe Tyr He Pro Ala Phe Phe Ser Phe Leu Thr His Arg 
255 260 265 270 

ttt ggt cac cac gaa gtc ccc aag cat gtg cac ate ttt ctg get aat 864 
Phe Gly His His Glu Val Pro Lys His Val His He Phe Leu Ala Asn 
275 280 285 

etc tat gtg ctg gtg cct cct gta etc aat cct att etc tat gga gtt 912 
Leu Tyr Val Leu Val Pro Pro Val Leu Asn Pro He Leu Tyr Gly Val 
290 295 300 

aga acc aag gag att egg agt cga ctt eta aaa ctg ctt cac ctg ggg 960 
Arg Thr Lys Glu He Arg Ser Arg Leu Leu Lys Leu Leu His Leu Gly 
305 310 315 

aag act tea ata tgaatget 980 
Lys Thr Ser He 
320 



6 



<210> 4 

<211> 322 

<212> PRT 

<213> Homo sapiens 

<400> 4 

Met Pro Gly Arg Met Ser Asp Ser Asn Leu Ser Asp Asn His Leu Pro 
15 10 15 

Asp Thr Phe Phe Leu Thr Gly lie Pro Gly Leu Glu Ala Ala His Phe 
20 25 30 

Trp lie Ala lie Pro Phe Cys Ala Met Tyr Leu Val Ala Leu Val Gly 
35 40 45 

Asn Ala Ala Leu lie Leu Val lie Ala Met Asp Asn Ala Leu His Ala 
50 55 60 

Pro Met Tyr Leu Phe Leu Cys Leu Leu Ser Leu Thr Asp Leu Ala Leu 
65 70 75 80 

Ser Ser Thr Thr Val Pro Lys Met Leu Ala lie Leu Trp Leu His Ala 
85 90 95 

Gly Glu lie Ser Phe Gly Gly Cys Leu Ala Gin Met Phe Cys Val His 
100 105 110 

Ser lie Tyr Ala Leu Glu Ser Ser lie Leu Leu Ala Met Ala Phe Asp 
115 120 125 

Arg Tyr Val Ala lie Cys Asn Pro Leu Arg Tyr Thr Thr lie Leu Asn 
130 135 140 

His Ala Val He Gly Arg He Gly Phe Val Gly Leu Phe Arg Ser Val 
145 150 155 160 

Ala He Val Ser Pro Phe He Phe Leu Leu Arg Arg Leu Pro Tyr Cys 
165 170 175 

Gly His Arg Val Met Thr His Thr Tyr Cys Glu His Met Gly He Ala 
180 185 190 

Arg Leu Ala Cys Ala Asn He Thr Val Asn lie Val Tyr Gly Leu Thr 
195 200 205 

Val Ala Leu Leu Ala Met Gly Leu Asp Ser He Leu lie Ala lie Ser 
210 215 220 

Tyr Gly Phe lie Leu His Ala Val Phe His Leu Pro Ser His Asp Ala 
225 230 235 240 

Gin His Lys Ala Leu Ser Thr Cys Gly Ser His lie Gly He Thr Leu 
245 250 255 

Val Phe Tyr lie Pro Ala Phe Phe Ser Phe Leu Thr His Arg Phe Gly 
260 265 270 



7 



His His Glu Val Pro Lys His Val His He Phe Leu Ala Asn Leu Tyr 
275 280 285 



Val Leu Val Pro Pro Val Leu Asn Pro He Leu Tyr Gly Val Arg Thr 
290 295 300 

Lys Glu He Arg Ser Arg Leu Leu Lys Leu Leu His Leu Gly Lys Thr 
305 310 315 320 

Ser He 



<210> 5 

<211> 873 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (7) . . (864) 

<400> 5 

gaaatt atg aga agg aac ttc acg ttg gtg act gag ttc att etc ctg 
Met Arg Arg Asn Phe Thr Leu Val Thr Glu Phe He Leu Leu 
15 10 

gga ctg acg aat cac cag gaa tta cag att etc etc ttc atg ctg ttt 
Gly Leu Thr Asn His Gin Glu Leu Gin He Leu Leu Phe Met Leu Phe 
15 20 25 30 

ctg gec att tac atg gtc aca gtg gca ggg aat ctt age atg att gec 
Leu Ala He Tyr Met Val Thr Val Ala Gly Asn Leu Ser Met He Ala 
35 40 45 

etc ate cag gec aat gec egg etc cac acg ccc atg tac ttt ttc ctg 
Leu lie Gin Ala Asn Ala Arg Leu His Thr Pro Met Tyr Phe Phe Leu 
50 55 60 

age cac tta tec ttc ctg gat ctg tgc ttc tct tec aat gtg acc cca 
Ser His Leu Ser Phe Leu Asp Leu Cys Phe Ser Ser Asn Val Thr Pro 
65 70 75 

aag atg ctg gag att ttc ctt tea gag aag aaa age att tec tat cct 
Lys Met Leu Glu He Phe Leu Ser Glu Lys Lys Ser He Ser Tyr Pro 
80 85 90 

gec tgt ctt gtt cag tgt tac ctt tat ate acc ttg gta cac gtt gag 
Ala Cys Leu Val Gin Cys Tyr Leu Tyr He Thr Leu Val His Val Glu 
95 100 105 110 

ate tac ate ctg get gtg atg gee ttt gac cag tac atg gec ate cga 
He Tyr He Leu Ala Val Met Ala Phe Asp Gin Tyr Met Ala He Arg 
115 120 125 



aac cct ctg ctt tat ggc age aaa atg tec aaa agt gtg tgt tec ttc 

8 



Asn Pro Leu Leu Tyr Gly Ser Lys Met Ser Lys Ser Val Cys Ser Phe 
130 135 140 



etc ate acg gtg cct tat gtg tat gga gcg etc act ggc ctg atg gag 480 
Leu lie Thr Val Pro Tyr Val Tyr Gly Ala Leu Thr Gly Leu Met Glu 
145 150 155 

acc atg tgg ace tac aac eta gec ttc tgt ggc ccc aac gaa att aat 528 
Thr Met Trp Thr Tyr Asn Leu Ala Phe Cys Gly Pro Asn Glu lie Asn 
160 165 170 

cac ttc tac tgt gca gac cca cca ctg att aag ctg get tgt tct gac 576 
His Phe Tyr Cys Ala Asp Pro Pro Leu lie Lys Leu Ala Cys Ser Asp 
175 180 185 190 

acc tac aac aag gag ttg tea atg ttt gtt gtg get ggc tgg aat ctt 624 
Thr Tyr Asn Lys Glu Leu Ser Met Phe Val Val Ala Gly Trp Asn Leu 
195 200 205 

teg ttt tct etc ttt ate ata ttt att tec tac ttt tac att ttt cct 672 
Ser Phe Ser Leu Phe lie lie Phe lie Ser Tyr Phe Tyr lie Phe Pro 
210 215 220 

get ate tta agg att cgc tct aca gag ggc agg caa aaa get ttt tct 720 
Ala lie Leu Arg lie Arg Ser Thr Glu Gly Arg Gin Lys Ala Phe Ser 
225 230 235 

acc tgt ggc tec cat ctg aca get gtt act att ttc tat gca act ctg 768 
Thr Cys Gly Ser His Leu Thr Ala Val Thr He Phe Tyr Ala Thr Leu 
240 245 250 

ttc ttc atg tgt etc aga cct cca tea gaa gag tec atg gag caa gga 816 
Phe Phe Met Cys Leu Arg Pro Pro Ser Glu Glu Ser Met Glu Gin Gly 
255 260 265 270 

caa atg gta get gta ctt tat acc act gtg ate ccc atg tta ate cca 864 
Gin Met Val Ala Val Leu Tyr Thr Thr Val He Pro Met Leu He Pro 
275 280 285 

tgatctaca 873 



<210> 6 

<211> 286 

<212> PRT 

<213> Homo sapiens 

<400> 6 

Met Arg Arg Asn Phe Thr Leu Val Thr Glu Phe He Leu Leu Gly Leu 
15 10 15 

Thr Asn His Gin Glu Leu Gin lie Leu Leu Phe Met Leu Phe Leu Ala 
20 25 30 

He Tyr Met Val Thr Val Ala Gly Asn Leu Ser Met He Ala Leu He 
35 40 45 



9 



Gin Ala Asn Ala Arg Leu His Thr Pro Met Tyr Phe Phe Leu Ser His 
50 55 60 



Leu Ser Phe Leu Asp Leu Cys Phe Ser Ser Asn Val Thr Pro Lys Met 
65 70 75 80 

Leu Glu He Phe Leu Ser Glu Lys Lys Ser He Ser Tyr Pro Ala Cys 
85 90 95 

Leu Val Gin Cys Tyr Leu Tyr He Thr Leu Val His Val Glu He Tyr 
100 105 110 

He Leu Ala Val Met Ala Phe Asp Gin Tyr Met Ala He Arg Asn Pro 
115 120 125 

Leu Leu Tyr Gly Ser Lys Met Ser Lys Ser Val Cys Ser Phe Leu He 
130 135 140 

Thr Val Pro Tyr Val Tyr Gly Ala Leu Thr Gly Leu Met Glu Thr Met 
145 150 155 160 

Trp Thr Tyr Asn Leu Ala Phe Cys Gly Pro Asn Glu He Asn His Phe 
165 170 175 

Tyr Cys Ala Asp Pro Pro Leu He Lys Leu Ala Cys Ser Asp Thr Tyr 
180 185 190 

Asn Lys Glu Leu Ser Met Phe Val Val Ala Gly Trp Asn Leu Ser Phe 
195 200 205 

Ser Leu Phe He He Phe He Ser Tyr Phe Tyr He Phe Pro Ala He 
210 215 220 

Leu Arg He Arg Ser Thr Glu Gly Arg Gin Lys Ala Phe Ser Thr Cys 
225 230 235 240 

Gly Ser His Leu Thr Ala Val Thr lie Phe Tyr Ala Thr Leu Phe Phe 
245 250 255 

Met Cys Leu Arg Pro Pro Ser Glu Glu Ser Met Glu Gin Gly Gin Met 
260 265 270 

Val Ala Val Leu Tyr Thr Thr Val He Pro Met Leu He Pro 
275 280 285 



<210> 7 

<211> 1008 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (17) . . (991) 

<400> 7 



10 



ggcgctgcat aaaatc atg gcc ctt ttt tct get aac age ata ggt get atg 52 

Met Ala Leu Phe Ser Ala Asn Ser lie Gly Ala Met 
15 10 



aac aac tct gac act cgc ata gca ggc tgc ttc etc act ggc ate cct 100 
Asn Asn Ser Asp Thr Arg lie Ala Gly Cys Phe Leu Thr Gly lie Pro 
15 20 25 

ggg ctg gag caa eta cat ate tgg ctg tec ate ccc ttc tgc ate atg 148 
Gly Leu Glu Gin Leu His lie Trp Leu Ser lie Pro Phe Cys lie Met 
30 35 40 



tac ate get gcc ctg gaa ggc aat ggc ate eta att tgt gtc ate etc 196 
Tyr He Ala Ala Leu Glu Gly Asn Gly He Leu He Cys Val He Leu 
45 50 55 60 



tec cag gca ate ctg cat gag ccc atg tac ata ttc tta tct atg ctg 
Ser Gin Ala He Leu His Glu Pro Met Tyr He Phe Leu Ser Met Leu 
65 70 75 



244 



gcc agt get gat gtc ttg etc tct ace ace ace atg cct aag gcc ctg 292 
Ala Ser Ala Asp Val Leu Leu Ser Thr Thr Thr Met Pro Lys Ala Leu 
80 85 90 



gcc aat ttg tgg eta ggt tat age cac att tec ttt gat ggc tgc etc 340 
Ala Asn Leu Trp Leu Gly Tyr Ser His He Ser Phe Asp Gly Cys Leu 
95 100 105 

act cag atg ttc ttc att cac ttc etc ttc att cac tct get gtc ctg 388 
Thr Gin Met Phe Phe He His Phe Leu Phe He His Ser Ala Val Leu 
110 115 120 



ctg gcc atg gcc ttt gac cgc tat gtg gcc ate tgc tec ccc ctg cga 436 
Leu Ala Met Ala Phe Asp Arg Tyr Val Ala He Cys Ser Pro Leu Arg 
125 130 135 140 



tat gtc aca ate etc aca age aag gtc att ggg aag ate gtc act gcc 
Tyr Val Thr He Leu Thr Ser Lys Val He Gly Lys He Val Thr Ala 
145 150 155 



484 



ace ctg age cgc age ttc ate att atg ttt cca tec ate ttt etc ctt 532 

Thr Leu Ser Arg Ser Phe He He Met Phe Pro Ser He Phe Leu Leu 
160 165 170 

gag cac ctg cac tat tgc cag ate aac ate att gca cac aca ttt tgt 580 

Glu His Leu His Tyr Cys Gin He Asn He He Ala His Thr Phe Cys 

175 180 185 



gag cac atg ggc att gcc cat ctg tec tgt tct gat ate tec ate aat 628 

Glu His Met Gly He Ala His Leu Ser Cys Ser Asp He Ser He Asn 

190 195 200 

gtc tgg tat ggg ttg gca get get ctt etc tec aca ggc ctg gac ate 676 

Val Trp Tyr Gly Leu Ala Ala Ala Leu Leu Ser Thr Gly Leu Asp He 
205 210 215 220 

atg ctt att act gtt tec tac ate cac ate etc caa gca gtc ttc cgc 724 

11 



Met Leu He Thr Val Ser Tyr He His He Leu Gin Ala Val Phe Arg 
225 23 0 



235 



etc ctt tct caa gat gec cgc tec aag gec ctg agt acc tat aaa t-rv 
Leu Leu Ser Gin Asp Ala Arg Ser Lys La Leu Ser Thr Cys lly sll 
240 2 45 250 

T s Jf! S! £f f_ ta ?* c " C ^ at *=? cct 9ca ctt ttt tct gtc 



2 55 260 



265 



ttt gec tac agg ttt ggt ggg aga age ate cca tgc tat gtc cat att 
Phe Ala Tyr Arg Phe Gly Gly Arg Ser He Pre Cys Tyr tl Sis He 
° 275 280 

etc ctg gec age etc tac gtt gtc att cct cct atg etc aat ccc att 
Leu Leu Ala Ser Leu Tyr Val Val He Pro Pro Met Leu Asn Pro ?2 

290 2 95 soo 

He Tvr Val t" T ^ ^ ° tg gaa ggg * Ct aa 9 c *9 atg 

He Tyr Gly Val Arg Thr Lys Pro He Leu Glu Gly Ala Lys Gin Met 

305 310 315 

III Ctt 9CC aaa gga tct aaa taaatgcttt caactta 

Phe Ser Asn Leu Ala Lys Gly Ser Lys 

320 325 

<210> 8 
<211> 325 
<212> PRT 

<213> Homo sapiens 



<400> 8 

Met Ala Leu Phe Ser Ala Asn Ser He Gly Ala Met Asn Asn Ser Asp 

10 



15 



Thr Arg He Ala Gly Cys Phe Leu Thr Gly He Pro Gly Leu Glu Gin 
20 25 30 

Leu His lie Trp Leu Ser He Pro Phe Cys He Met Tyr He Ala Ala 
35 40 45 

Leu Glu Gly Asn Gly He Leu He Cys Val He Leu Ser Gin Ala He 

55 6 0 

Leu His Glu Pro Met Tyr He Phe Leu Ser Met Leu Ala Ser Ala Asp 
5 70 75 8 £ 

Val Leu Leu Ser Thr Thr Thr Met Pro Lys Ala Leu Ala Asn Leu Trp 
85 go 



95 



Leu Gly Tyr Ser His He Ser Phe Asp Gly Cys Leu Thr Gin Met Phe 
100 110 

Phe He His Phe Leu Phe He His Ser Ala Val Leu Leu Ala Met Ala 
115 12 ° 125 

12 



868 



916 



964 



1008 



Phe Asp Arg Tyr Val Ala lie Cys Ser Pro Leu Arg Tyr Val Thr He 

135 140 

Leu Thr Ser Lys Val He Gly Lys He Val Thr Ala Thr Leu Ser Arg 
45 150 155 le Z 



160 

Ser Phe He He Met Phe Pro 

— VJ-LH SHLJ-iD 

175 



Ser lie Phe Leu Leu Glu His Leu His 
165 170 



Tyr Cys Gin lie Asn He He Ala His Thr Phe Cys Glu His Met Gly 
180 185 190 

He Ala His Leu Ser Cys Ser Asp He Ser He Asn Val Trp Tyr Gly 
195 200 205 

Leu Ala Ala Ala Leu Leu Ser Thr Gly Leu Asp He Met Leu He Thr 
210 215 220 

Val ser Tyr He His He Leu Gin Ala Val Phe Arg Leu Leu Ser Gin 

230 235 240 

Asp Ala Arg Ser Lys Ala Leu Ser Thr Cys Gly Ser His He Cys Val 
245 250 255 

He Leu Leu Phe Tyr Val Pro Ala Leu Phe Ser Val Phe Ala Tyr Arg 
260 265 



Phe Gly Gly Arg Ser He Pro Cys Tyr Val His He Leu 



275 280 



270 



Leu Ala Ser 



285 

Leu Tyr Val Val He Pro Pro Met Leu Asn Pro Val He Tyr Gly Val 
290 295 300 

Glu Gly Ala Lys Gin Met Phe Ser 
310 315 320 



300 

Arg Thr Lys Pro He Leu Glu Gly Ala Lys Gin Met Phe Ser Asn Leu 



Ala Lys Gly Ser Lys 
325 



<210> 9 
<211> 997 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (14) . . (988) 



<400> 9 

gctgcataaa ate atg gec ctt ttt tct got aao age ata ggt get atg 

Met Ala Leu Phe Ser Ala Asn Ser He Gly Ala Met 
1 5 10 



49 



aac aac tct gac aet ege ata gca ggc tgc ttc cte aet ggc ate eet 97 

13 



Asn Asn Ser Asp Thr Arg He Ala Gly Cys Phe Leu Thr Gly He Pro 
15 20 25 



ggg ctg gag caa eta cat ate tgg ctg tec ate ccc ttc tgc ate atg 145 
Gly Leu Glu Gin Leu His He Trp Leu Ser lie Pro Phe Cys He Met 
30 35 40 

tac ate act gee ctg gaa ggc aat ggc ate eta att tgt gtc ate etc 193 
Tyr He Thr Ala Leu Glu Gly Asn Gly He Leu He Cys Val He Leu 
45 50 55 60 

tec cag gca ate ctg cat gag ccc atg tac ata ttc tta tct atg ctg 241 
Ser Gin Ala He Leu His Glu Pro Met Tyr He Phe Leu Ser Met Leu 
65 70 75 

gee agt get gat gtc ttg etc tct acc ace ace atg cct aag gee ctg 289 
Ala Ser Ala Asp Val Leu Leu Ser Thr Thr Thr Met Pro Lys Ala Leu 
80 85 90 

gec aat ttg tgg eta ggt tat age etc att tec ttt gat ggc tgc etc 337 
Ala Asn Leu Trp Leu Gly Tyr Ser Leu He Ser Phe Asp Gly Cys Leu 
95 100 105 

act cag atg ttc ttc att cac ttc etc ttc att cac tct get gtc ctg 385 
Thr Gin Met Phe Phe He His Phe Leu Phe He His Ser Ala Val Leu 
110 115 120 

ctg gee atg gee ttt gac cgc tat gtg gee ate tgc tec ccc ctg cga 433 
Leu Ala Met Ala Phe Asp Arg Tyr Val Ala He Cys Ser Pro Leu Arg 
125 130 135 140 

tat gtc aca ate etc aca age aag gtc att ggg aag ate gtc act gec 481 
Tyr Val Thr He Leu Thr Ser Lys Val He Gly Lys He Val Thr Ala 
145 150 155 

gee ctg age cac age ttc ate att atg ttt cca tec ate ttt etc ctt 529 
Ala Leu Ser His Ser Phe lie He Met Phe Pro Ser He Phe Leu Leu 
160 165 170 

gag cac ctg cac tat tgc cag ate aat ate att gca cac aca ttt tgt 577 
Glu His Leu His Tyr Cys Gin He Asn He He Ala His Thr Phe Cys 
175 180 185 

gag cac atg ggc att gee cat ctg tec tgt tct gat ate tec ate aat 625 
Glu His Met Gly He Ala His Leu Ser Cys Ser Asp He Ser He Asn 
190 195 200 

gtc tgg tat ggg ttg gca get get ctt etc tec aca ggc eta gac ate 673 
Val Trp Tyr Gly Leu Ala Ala Ala Leu Leu Ser Thr Gly Leu Asp lie 
205 210 215 220 

atg ctt att act gtt tec tac ate cac ate etc caa gca gtc ttc cgc 721 
Met Leu He Thr Val Ser Tyr He His He Leu Gin Ala Val Phe Arg 
225 230 235 

etc ctt tct caa gat gec cgc tec aag gec ctg agt acc tgt gga tec 76 9 
Leu Leu Ser Gin Asp Ala Arg Ser Lys Ala Leu Ser Thr Cys Gly Ser 

14 



240 



245 



250 



cat ate tgt gtc ate eta etc ttc tat gtc cct gcg ctt ttt tct gtc 817 
His He Cys Val He Leu Leu Phe Tyr Val Pro Ala Leu Phe Ser Val 
255 260 265 

ttt gee tac agg ttt ggt ggg aga age gtc cca tgc tat gtc cat att 865 
Phe Ala Tyr Arg Phe Gly Gly Arg Ser Val Pro Cys Tyr Val His He 
270 275 . 280 

etc ctg gee age etc tac gtt gtc att cct cct atg etc aat ccc gtt 913 
Leu Leu Ala Ser Leu Tyr Val Val He Pro Pro Met Leu Asn Pro Val 
285 290 295 300 

att tat gga gtg agg act aag cca ata ctg gaa ggg get aag cag atg 961 
He Tyr Gly Val Arg Thr Lys Pro He Leu Glu Gly Ala Lys Gin Met 
305 310 315 

ttt tea aat ctt gee aaa gga tct aaa taaatgett 997 
Phe Ser Asn Leu Ala Lys Gly Ser Lys 
320 325 



<210> 10 

<211> 325 

<212> PRT 

<213> Homo sapiens 

<400> 10 

Met Ala Leu Phe Ser Ala Asn Ser He Gly Ala Met Asn Asn Ser Asp 
15 10 15 

Thr Arg He Ala Gly Cys Phe Leu Thr Gly He Pro Gly Leu Glu Gin 
20 25 30 

Leu His He Trp Leu Ser He Pro Phe Cys He Met Tyr He Thr Ala 
35 40 45 

Leu Glu Gly Asn Gly He Leu He Cys Val lie Leu Ser Gin Ala lie 
50 55 60 

Leu His Glu Pro Met Tyr lie Phe Leu Ser Met Leu Ala Ser Ala Asp 
65 70 75 80 

Val Leu Leu Ser Thr Thr Thr Met Pro Lys Ala Leu Ala Asn Leu Trp 
85 90 95 

Leu Gly Tyr Ser Leu lie Ser Phe Asp Gly Cys Leu Thr Gin Met Phe 
100 105 110 

Phe lie His Phe Leu Phe lie His Ser Ala Val Leu Leu Ala Met Ala 
115 120 125 

Phe Asp Arg Tyr Val Ala lie Cys Ser Pro Leu Arg Tyr Val Thr lie 
130 135 140 



Leu Thr Ser Lys Val lie Gly Lys lie Val Thr Ala Ala Leu Ser His 

15 



145 



150 



155 



160 



Ser Phe lie lie Met Phe Pro Ser lie Phe Leu Leu Glu His Leu His 
165 170 175 

Tyr Cys Gin lie Asn He He Ala His Thr Phe Cys Glu His Met Gly 
180 185 190 

He Ala His Leu Ser Cys Ser Asp He Ser He Asn Val Trp Tyr Gly 
195 200 205 

Leu Ala Ala Ala Leu Leu Ser Thr Gly Leu Asp He Met Leu He Thr 
210 215 220 

Val Ser Tyr He His He Leu Gin Ala Val Phe Arg Leu Leu Ser Gin 
225 230 235 240 

Asp Ala Arg Ser Lys Ala Leu Ser Thr Cys Gly Ser His He Cys Val 
245 250 255 

He Leu Leu Phe Tyr Val Pro Ala Leu Phe Ser Val Phe Ala Tyr Arg 
260 265 270 

Phe Gly Gly Arg Ser Val Pro Cys Tyr Val His He Leu Leu Ala Ser 
275 280 285 

Leu Tyr Val Val He Pro Pro Met Leu Asn Pro Val lie Tyr Gly Val 
290 295 300 

Arg Thr Lys Pro He Leu Glu Gly Ala Lys Gin Met Phe Ser Asn Leu 
305 310 315 320 

Ala Lys Gly Ser Lys 
325 



<210> 11 
<211> 973 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (21) . . (968) 

<400> 11 

ttccttacca taattctggc atg tea get ccc aac cac tec act gec aat cat 53 

Met Ser Ala Pro Asn His Ser Thr Ala Asn His 
15 10 



gat atg ttt gtc etc att ggc gtt cct ggc ctg aag gag ctg cac gtg 
Asp Met Phe Val Leu He Gly Val Pro Gly Leu Lys Glu Leu His Val 
15 20 25 



101 



tgg ate tec ate ccc ttc tgt ctg atg tac ctg gtg get gtg tea gga 
Trp He Ser He Pro Phe Cys Leu Met Tyr Leu Val Ala Val Ser Gly 

16 



149 



30 



35 



40 



aat ggt etc ctt gtc tgt gtg gtg gca gtg gag cac agt ctt cat gaa 197 
Asn Gly Leu Leu Val Cys Val Val Ala Val Glu His Ser Leu His Glu 
45 50 55 

cct atg tac ctt ttc etc tec atg ctg gca ttt tgg gat ctg att eta 245 
Pro Met Tyr Leu Phe Leu Ser Met Leu Ala Phe Trp Asp Leu lie Leu 
60 65 70 75 

tec aca tct gca gta ccc aaa gee ttg age att ttc tgg ttt gat gat 293 
Ser Thr Ser Ala Val Pro Lys Ala Leu Ser lie Phe Trp Phe Asp Asp 
80 85 90 

gtg gac ate tec ttt ggt ggc tgt gtc act cag etc ttt ttt atg cat 341 
Val Asp lie Ser Phe Gly Gly Cys Val Thr Gin Leu Phe Phe Met His 
95 100 105 

ttt gee ttt gta gcg gag tea ggc att etc ttg acc atg get ttc gac 389 
Phe Ala Phe Val Ala Glu Ser Gly lie Leu Leu Thr Met Ala Phe Asp 
110 115 120 

cgc tat gtg gec ate tgc tac cca ttg agg tat age acc ata ctt age 43 7 
Arg Tyr Val Ala lie Cys Tyr Pro Leu Arg Tyr Ser Thr lie Leu Ser 
125 130 135 

cac agt gtt att ggc aaa att ggg ggt gtc gtg gtg ttc agg agt ttt 485 
His Ser Val lie Gly Lys lie Gly Gly Val Val Val Phe Arg Ser Phe 
140 145 150 155 

gca act gtc ttc tee ate gtc ttc ctt gtg aag cgt ctg ccc ttc tgc 533 
Ala Thr Val Phe Ser lie Val Phe Leu Val Lys Arg Leu Pro Phe Cys 
160 165 170 

egg aca aac ate att gee cac acc ttc tgt gaa cac atg ggg ctg gca 581 
Arg Thr Asn lie lie Ala His Thr Phe Cys Glu His Met Gly Leu Ala 
175 180 185 

aag eta ggt tgt tct gaa ate acc ate aat att tgg tat gga ate tct 629 
Lys Leu Gly Cys Ser Glu lie Thr lie Asn lie Trp Tyr Gly lie Ser 
190 195 200 

gta cca eta etc agt gtt acg tta gat atg gtg aca ata gtc ate tec 677 
Val Pro Leu Leu Ser Val Thr Leu Asp Met Val Thr He Val He Ser 
205 210 215 

cag ggg etc ata gtt caa gca gtc ttc agg ctg ccc tec ctt ggt get 725 
Gin Gly Leu He Val Gin Ala Val Phe Arg Leu Pro Ser Leu Gly Ala 
220 225 230 235 

tgg atg aaa gca etc age acc tgt ggt tec cat ggc agt gtc ate etc 773 
Trp Met Lys Ala Leu Ser Thr Cys Gly Ser His Gly Ser Val He Leu 
240 245 250 

atg ttc tgc ctt cca gga att ttc act gtc att gtt cag cgc ttt gec 821 
Met Phe Cys Leu Pro Gly He Phe Thr Val He Val Gin Arg Phe Ala 
255 260 265 

17 



cga aaa ttt ccc aag tat gtc cac ate ctg ctg gec aat etc tat gtt 869 
Arg Lys Phe Pro Lys Tyr Val His lie Leu Leu Ala Asn Leu Tyr Val 
270 275 280 



ctt gtt ccc ccc atg atg aac cca att ate tat gga gta aag act aaa 917 
Leu Val Pro Pro Met Met Asn Pro lie lie Tyr Gly Val Lys Thr Lys 
285 290 295 

cag att cag aaa ggg gtt gee ctt gtg ttt tct cca aaa gga aaa tgt 965 
Gin lie Gin Lys Gly Val Ala Leu Val Phe Ser Pro Lys Gly Lys Cys 
300 305 310 315 

tgc tgagg 973 
Cys 



<210> 12 

<211> 316 

<212> PRT 

<213> Homo sapiens 



<400> 12 

Met Ser Ala Pro Asn His Ser Thr Ala Asn His Asp Met Phe Val Leu 
15 10 15 



lie Gly Val Pro Gly Leu Lys Glu Leu His Val Trp lie Ser lie Pro 
20 25 30 

Phe Cys Leu Met Tyr Leu Val Ala Val Ser Gly Asn Gly Leu Leu Val 
35 40 45 

Cys Val Val Ala Val Glu His Ser Leu His Glu Pro Met Tyr Leu Phe 
50 55 60 

Leu Ser Met Leu Ala Phe Trp Asp Leu lie Leu Ser Thr Ser Ala Val 
65 70 75 80 



Pro Lys Ala Leu 



Gly Gly Cys Val 
100 

Glu Ser Gly lie 
115 

Cys Tyr Pro Leu 
130 

Lys lie Gly Gly 
145 

lie Val Phe Leu 



Ser lie Phe Trp 
85 

Thr Gin Leu Phe 



Leu Leu Thr Met 
120 

Arg Tyr Ser Thr 
135 

Val Val val Phe 
150 

Val Lys Arg Leu 
165 



Phe Asp Asp Val 
90 

Phe Met His Phe 
105 

Ala Phe Asp Arg 



lie Leu Ser His 
140 

Arg Ser Phe Ala 
155 

Pro Phe Cys Arg 
170 



Asp He Ser Phe 
95 

Ala Phe Val Ala 
110 

Tyr Val Ala He 
125 

Ser Val He Gly 



Thr Val Phe Ser 
160 

Thr Asn He He 
175 



Ala His Thr Phe Cys Glu His Met Gly Leu Ala Lys Leu Gly Cys Ser 

18 



180 

Glu lie Thr lie 
195 

Val Thr Leu Asp 
210 

Gin Ala Val Phe 
225 

Ser Thr Cys Gly 



Gly lie Phe Thr 
260 

Tyr Val His He 
275 

Met Asn Pro He 
290 

Val Ala Leu Val 
305 



Asn He Trp Tyr 
200 

Met Val Thr He 
215 

Arg Leu Pro Ser 
230 

Ser His Gly Ser 
245 

Val He Val Gin 



Leu Leu Ala Asn 
280 

He Tyr Gly Val 
295 

Phe Ser Pro Lys 
310 



185 

Gly He Ser Val 



Val He Ser Gin 
220 

Leu Gly Ala Trp 
235 

Val He Leu Met 
250 

Arg Phe Ala Arg 
265 

Leu Tyr Val Leu 



Lys Thr Lys Gin 
300 

Gly Lys Cys Cys 
315 



190 

Pro Leu Leu Ser 
205 

Gly Leu He Val 



Met Lys Ala Leu 
240 

Phe Cys Leu Pro 
255 

Lys Phe Pro Lys 
270 

Val Pro Pro Met 
285 

He Gin Lys Gly 



<210> 13 
<211> 937 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (17) . . (934) 



<400> 13 

ttaatggctg tggaaa atg act ctt cag gga caa gag ttt att ctt ttg gga 52 
Met Thr Leu Gin Gly Gin Glu Phe He Leu Leu Gly 
15 10 



tta aca gac cag cct gag ate caa ttg ccc ctg ttt ttc ctg ttc ttg 100 
Leu Thr Asp Gin Pro Glu He Gin Leu Pro Leu Phe Phe Leu Phe Leu 
15 20 25 



gtg aac tat atg acc acc atg gtg ggc aac ttg agt tta att aat eta 148 
Val Asn Tyr Met Thr Thr Met Val Gly Asn Leu Ser Leu He Asn Leu 
30 35 40 



att tgc ctg aat tea cac ctt cac act ccc atg tat ttt ttc ctt ttc 196 
He Cys Leu Asn Ser His Leu His Thr Pro Met Tyr Phe Phe Leu Phe 
45 50 55 60 



aat ctg tec ttc att gat etc tgt tat tea ttt gtc ttt acc ccc aaa 244 
Asn Leu Ser Phe lie Asp Leu Cys Tyr Ser Phe Val Phe Thr Pro Lys 
65 70 75 



19 



atg ctg atg age ttt att tea gag agg aac ate ate tec ttt cca gga 292 
Met Leu Met Ser Phe lie Ser Glu Arg Asn lie lie Ser Phe Pro Gly 
80 85 90 

tgc ata act cag etc ttt ttc ttc tgc ttt ttt gtc cac tct gag tgc 340 
Cys lie Thr Gin Leu Phe Phe Phe Cys Phe Phe Val His Ser Glu Cys 
95 100 105 

tat gtg ctg aca gee atg gee tat gat cgc tat gtg gee ate tgc aaa 388 
Tyr Val Leu Thr Ala Met Ala Tyr Asp Arg Tyr Val Ala lie Cys Lys 
110 115 120 

ccc ctt ctg tac atg gtc ace acg tec cct cag ate tgt tct eta ctg 436 
Pro Leu Leu Tyr Met Val Thr Thr Ser Pro Gin lie Cys Ser Leu Leu 
125 130 135 140 

atg ctt ggt tea tat gtg atg ggg ttt get ggg gee atg gtc cac aca 484 
Met Leu Gly Ser Tyr Val Met Gly Phe Ala Gly Ala Met Val His Thr 
145 150 155 

gag tgt atg atg aag etc ate ttt tgt gac tec aac gtc ate aac cat 532 
Glu Cys Met Met Lys Leu lie Phe Cys Asp Ser Asn Val lie Asn His 
160 165 170 

tac atg tgt gac ate ttc cca ctg etc cag etc tec tgc age age ace 580 
Tyr Met Cys Asp lie Phe Pro Leu Leu Gin Leu Ser Cys Ser Ser Thr 
175 180 185 

cag gee aat gag ctg gtg atg tct gtt att gta ggc aca gtt gtt ata 628 
Gin Ala Asn Glu Leu Val Met Ser Val lie Val Gly Thr Val Val lie 
190 195 200 

gta tea age etc att ate tta ate tct tat get ttg att ctt ttc aat 676 
Val Ser Ser Leu lie lie Leu lie Ser Tyr Ala Leu lie Leu Phe Asn 
205 210 215 220 

ate ctt cac atg tec tea gee gag ggt tgg ttc aaa gee ate ggt ace 724 
lie Leu His Met Ser Ser Ala Glu Gly Trp Phe Lys Ala lie Gly Thr 
225 230 235 

tgt 99 c tec cac ata ata act gtt ggc eta ttc tat gaa ttt ggg ctg 772 
Cys Gly Ser His lie lie Thr Val Gly Leu Phe Tyr Glu Phe Gly Leu 
240 245 250 

ate act cat gtt aag tta tea tct gat tgg tat atg ggt cag ggg aag 820 
lie Thr His Val Lys Leu Ser Ser Asp Trp Tyr Met Gly Gin Gly Lys 
255 260 265 

ttt etc tea gtg ttt tac acg aat gtg gta ccc atg ctg aac ccc etc 868 
Phe Leu Ser Val Phe Tyr Thr Asn Val Val Pro Met Leu Asn Pro Leu 
270 275 280 

att tat age etc agg aac aag gat gtc aaa ctt get eta aag gaa ace 916 
lie Tyr Ser Leu Arg Asn Lys Asp Val Lys Leu Ala Leu Lys Glu Thr 
285 290 295 300 



20 



eta aat aaa att aca aac tga 
Leu Asn Lys lie Thr Asn 
305 



937 



<210> 14 
<211> 306 
<212> PRT 

<213> Homo sapiens 



<400> 14 
Met Thr Leu Gin 
1 

Pro Glu lie Gin 
20 

Thr Thr Met Val 
35 

Ser His Leu His 
50 

lie Asp Leu Cys 
65 

Phe lie Ser Glu 



Leu Phe Phe Phe 
100 

Ala Met Ala Tyr 
115 

Met Val Thr Thr 
130 

Tyr Val Met Gly 
145 

Lys Leu lie Phe 



lie Phe Pro Leu 
180 

Leu Val Met Ser 
195 

lie lie Leu He 
210 

Ser Ser Ala Glu 
225 

He He Thr Val 



Gly Gin Glu Phe 
5 

Leu Pro Leu Phe 



Gly Asn Leu Ser 
40 

Thr Pro Met Tyr 
55 

Tyr Ser Phe Val 
70 

Arg Asn lie He 
85 

Cys Phe Phe Val 



Asp Arg Tyr Val 
120 

Ser Pro Gin He 
135 

Phe Ala Gly Ala 
150 

Cys Asp Ser Asn 
165 

Leu Gin Leu Ser 



Val He Val Gly 
200 

Ser Tyr Ala Leu 
215 

Gly Trp Phe Lys 
230 

Gly Leu Phe Tyr 



He Leu Leu Gly 
10 

Phe Leu Phe Leu 
25 

Leu He Asn Leu 



Phe Phe Leu Phe 
60 

Phe Thr Pro Lys 
75 

Ser Phe Pro Gly 
90 

His Ser Glu Cys 
105 

Ala He Cys Lys 



Cys Ser Leu Leu 
140 

Met Val His Thr 
155 

Val He Asn His 
170 

Cys Ser Ser Thr 
185 

Thr Val Val He 



He Leu Phe Asn 
220 

Ala He Gly Thr 
235 

Glu Phe Gly Leu 

21 



Leu Thr Asp Gin 
15 

Val Asn Tyr Met 
30 

He Cys Leu Asn 
45 

Asn Leu Ser Phe 



Met Leu Met Ser 
80 

Cys He Thr Gin 
95 

Tyr Val Leu Thr 
110 

Pro Leu Leu Tyr 
125 

Met Leu Gly Ser 



Glu Cys Met Met 
160 

Tyr Met Cys Asp 
175 

Gin Ala Asn Glu 
190 

Val Ser Ser Leu 
205 

He Leu His Met 



Cys Gly Ser His 
240 

He Thr His Val 



245 



250 



255 



Lys Leu Ser Ser Asp Trp Tyr Met 
260 

Phe Tyr Thr Asn Val Val Pro Met 

275 280 

Arg Asn Lys Asp Val Lys Leu Ala 
290 295 

Thr Asn 
305 



Gly Gin Gly Lys Phe Leu Ser Val 
265 270 

Leu Asn Pro Leu He Tyr Ser Leu 
285 

Leu Lys Glu Thr Leu Asn Lys He 
300 



<210> 15 

<211> 958 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (8) . . (946) 

<400> 15 

acaaaaa atg ctg get aga aac aac tec tta gtg act gaa ttt att ctt 49 

Met Leu Ala Arg Asn Asn Ser Leu Val Thr Glu Phe He Leu 
15 10 

get gga tta aca gat cat cca gag ttc egg caa ccc etc ttt ttc ctg 97 
Ala Gly Leu Thr Asp His Pro Glu Phe Arg Gin Pro Leu Phe Phe Leu 
15 20 25 30 

ttt eta gtg ate tac att gtc ace atg gta ggc aac ctt ggc ttg ate 145 
Phe Leu Val He Tyr He Val Thr Met Val Gly Asn Leu Gly Leu He 
35 40 45 

act ctt ttc ggt eta aat tct cac etc cac aca cca atg tac tat ttc 193 
Thr Leu Phe Gly Leu Asn Ser His Leu His Thr Pro Met Tyr Tyr Phe 
50 55 60 

etc ttc aat etc tec ttc att gat etc tgt tac tec tct gtt ttc act 241 
Leu Phe Asn Leu Ser Phe He Asp Leu Cys Tyr Ser Ser Val Phe Thr 
65 70 75 

ccc aaa atg eta atg aac ttt gtg tea aaa aag aat att ate tec aat 289 
Pro Lys Met Leu Met Asn Phe Val Ser Lys Lys Asn He lie Ser Asn 
80 85 90 

gtt ggg tgc atg act egg ctg ttt ttc ttt etc ttt ttc gtc ate tct 337 
Val Gly Cys Met Thr Arg Leu Phe Phe Phe Leu Phe Phe Val He Ser 
95 100 105 110 

gaa tgt tac atg ttg act tea atg gca tat gat cgc tat gtg gee ate 385 
Glu Cys Tyr Met Leu Thr Ser Met Ala Tyr Asp Arg Tyr Val Ala lie 
115 120 125 



22 



tgt aat cca ttg ctg tat aag gtc acc atg tec cat cag gtc tgt tct 
Cys Asn Pro Leu Leu Tyr Lys Val Thr Met Ser His Gin Val Cys Ser 
130 135 140 



433 



atg etc act ttt get get tac ata atg gga ttg get gga gee acg gec 481 
Met Leu Thr Phe Ala Ala Tyr He Met Gly Leu Ala Gly Ala Thr Ala 
145 150 155 

cac acc ggg tgc atg ctt aga etc acc ttc tgc agt get aat ate ate 529 
His Thr Gly Cys Met Leu Arg Leu Thr Phe Cys Ser Ala Asn He He 
160 165 170 

aac cat tac ttg tgt gac ata etc ccc etc etc cag ctt tec tgc acc 577 
Asn His Tyr Leu Cys Asp He Leu Pro Leu Leu Gin Leu Ser Cys Thr 
175 180 185 190 

age acc tat gtc aac gag gtg gtt gtt etc att gtt gtg ggt act aat 625 
Ser Thr Tyr Val Asn Glu Val Val Val Leu lie Val Val Gly Thr Asn 
195 200 205 

ate acg gta ccc agt tgt acc ate etc att tct tat gtt ttc att gtc 673 
He Thr Val Pro Ser Cys Thr He Leu He Ser Tyr Val Phe He Val 
210 215 220 

act age att ctt cat ate aaa tec act caa gga aga tea aaa gee ttc 721 
Thr Ser lie Leu His He Lys Ser Thr Gin Gly Arg Ser Lys Ala Phe 
225 230 235 

agt act tgt age tct cat gtc att get ctg tct ctg ttt ttt ggg tea 769 
Ser Thr Cys Ser Ser His Val He Ala Leu Ser Leu Phe Phe Gly Ser 
240 245 250 

gcg gca ttc atg tat att aaa tat tct tct gga tct atg gag cag gga 817 
Ala Ala Phe Met Tyr He Lys Tyr Ser Ser Gly Ser Met Glu Gin Gly 
255 260 265 270 

aaa gtt tct tct gtt ttc tac act aat gtg gtg ccc atg etc aat ccc 865 
Lys Val Ser Ser Val Phe Tyr Thr Asn Val Val Pro Met Leu Asn Pro 
275 280 285 

etc ate tac agt ttg agg aac aag gat gtc aaa gtt gca ctg agg aaa 913 
Leu lie Tyr Ser Leu Arg Asn Lys Asp Val Lys Val Ala Leu Arg Lys 
290 295 300 

get ctg att aaa att cag agg aga aat ata ttc taattagaag ca 958 
Ala Leu He Lys He Gin Arg Arg Asn lie Phe 
305 310 



<210> 16 
<211> 313 
<212> PRT 

<213> Homo sapiens \ 
<400> 16 

Met Leu Ala Arg Asn Asn Ser Leu Val Thr Glu Phe He Leu Ala Gly 

23 



1 



5 



10 



15 



Leu Thr Asp His Pro Glu Phe Arg Gin Pro Leu Phe Phe Leu Phe Leu 
20 25 30 

Val He Tyr He Val Thr Met Val Gly Asn Leu Gly Leu He Thr Leu 
35 40 45 

Phe Gly Leu Asn Ser His Leu His Thr Pro Met Tyr Tyr Phe Leu Phe 
50 55 60 

Asn Leu Ser Phe He Asp Leu Cys Tyr Ser Ser Val Phe Thr Pro Lys 
65 70 75 80 

Met Leu Met Asn Phe Val Ser Lys Lys Asn He He Ser Asn Val Gly 
85 90 95 

Cys Met Thr Arg Leu Phe Phe Phe Leu Phe Phe Val He Ser Glu Cys 
100 105 110 

Tyr Met Leu Thr Ser Met Ala Tyr Asp Arg Tyr Val Ala He Cys Asn 
115 120 125 

Pro Leu Leu Tyr Lys Val Thr Met Ser His Gin Val Cys Ser Met Leu 
130 135 140 

Thr Phe Ala Ala Tyr He Met Gly Leu Ala Gly Ala Thr Ala His Thr 
145 150 155 160 

Gly Cys Met Leu Arg Leu Thr Phe Cys Ser Ala Asn He He Asn His 
165 170 175 

Tyr Leu Cys Asp He Leu Pro Leu Leu Gin Leu Ser Cys Thr Ser Thr 
180 185 190 

Tyr Val Asn Glu Val Val Val Leu He Val Val Gly Thr Asn He Thr 
195 200 205 

Val Pro Ser Cys Thr lie Leu He Ser Tyr Val Phe He Val Thr Ser 
210 215 220 

lie Leu His lie Lys Ser Thr Gin Gly Arg Ser Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Ser Ser His Val lie Ala Leu Ser Leu Phe Phe Gly Ser Ala Ala 
245 250 255 

Phe Met Tyr lie Lys Tyr Ser Ser Gly Ser Met Glu Gin Gly Lys Val 
260 265 270 

Ser Ser Val Phe Tyr Thr Asn Val- Val Pro Met Leu Asn Pro Leu lie 
275 280 285 

Tyr Ser Leu Arg Asn Lys Asp Val Lys Val Ala Leu Arg Lys Ala Leu 
290 295 300 



lie Lys lie Gin Arg Arg Asn lie Phe 

24 



305 



310 



<210> 17 

<211> 954 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (2) . . (943) 

<400> 17 

g atg gac tea age tta tgt acc ttc ccc gag gtc get cat gag ttt ate 49 

Met Asp Ser Ser Leu Cys Thr Phe Pro Glu Val Ala His Glu Phe lie 
1 ' 5 10 15 

ctg gca ggc ttg aca caa cgc cca gaa ctt caa ctg cca etc ttc etc 97 
Leu Ala Gly Leu Thr Gin Arg Pro Glu Leu Gin Leu Pro Leu Phe Leu 
20 25 30 

ctg ttc ctt gga ata tat gtg gtc aca gtg gtg ggg aac ctg ggc atg 145 
Leu Phe Leu Gly He Tyr Val Val Thr Val Val Gly Asn Leu Gly Met 
35 40 45 

ate ttc tta att get etc agt tct caa ctt tac cct cca gtg tat tat 193 
He Phe Leu He Ala Leu Ser Ser Gin Leu Tyr Pro Pro Val Tyr Tyr 
50 55 60 

ttt etc agt cat ttg tct ttc att gat etc tgc tac tec tct gtc att 241 
Phe Leu Ser His Leu Ser Phe He Asp Leu Cys Tyr Ser Ser Val He 
65 70 75 80 

acc cct aag atg ctg gtg aac ttt gtt cca gag gag aac att ate tec 289 
Thr Pro Lys Met Leu Val Asn Phe Val Pro Glu Glu Asn He He Ser 
85 90 95 

ttt ctg gaa tgc att act caa ctt tat ttc ttc ctt att ttt gta att 337 
Phe Leu Glu Cys He Thr Gin Leu Tyr Phe Phe Leu He Phe Val He 
100 105 110 

gca gaa ggc tac ctt ctg aca gee atg gaa tat gac cgt tat gtt get 385 
Ala Glu Gly Tyr Leu Leu Thr Ala Met Glu Tyr Asp Arg Tyr Val Ala 
115 120 125 

ate tgt cgc cca ctg ctt tac aat att gtc atg tec cac agg gtc tgt 433 
He Cys Arg Pro Leu Leu Tyr Asn lie Val Met Ser His Arg Val Cys 
130 135 140 

tec ata atg atg get gtg gta tac tea ctg ggt ttt ctg tgg gee aca 481 
Ser He Met Met Ala Val Val Tyr Ser Leu Gly Phe Leu Trp Ala Thr 
145 150 155 160 

gtc cat act acc cgc atg tea gtg ttg tea ttc tgt agg tct cat acg 52 9 
Val His Thr Thr Arg Met Ser Val Leu Ser Phe Cys Arg Ser His Thr 
165 170 175 

25 



gtc agt cat tat ttt tgt gat att etc ccc tta ttg act ctg tct tgc 577 
Val Ser His Tyr Phe Cys Asp lie Leu Pro Leu Leu Thr Leu Ser Cys 
180 185 190 



tec age acc cac ate aat gag att ctg ctg ttc att att gga gga gtt 625 
Ser Ser Thr His lie Asn Glu lie Leu Leu Phe He He Gly Gly Val 
195 200 205 

aat acc tta gca act aca ctg gcg gtc ctt ate tct tat get ttc att 673 
Asn Thr Leu Ala Thr Thr Leu Ala Val Leu He Ser Tyr Ala Phe He 
210 215 220 

ttc tct agt ate ctt ggt att cat tec act gag ggg caa tec aaa gee 721 
Phe Ser Ser He Leu Gly He His Ser Thr Glu Gly Gin Ser Lys Ala 
225 230 235 240 

ttt ggc act tgt age tec cat etc ttg get gtg ggc ate ttt ttt ggg 769 
Phe Gly Thr Cys Ser Ser His Leu Leu Ala Val Gly He Phe Phe Gly 
245 250 255 

tct ata aca ttc atg tat ttc aag ccc cct tec age act act atg gaa 817 
Ser He Thr Phe Met Tyr Phe Lys Pro Pro Ser Ser Thr Thr Met Glu 
260 265 270 

aaa gag aag gtg tct tct gtg ttc tac ate aca ata ate ccc atg ctg 86 5 
Lys Glu Lys Val Ser Ser Val Phe Tyr He Thr He He Pro Met Leu 
275 280 285 

aat cct eta ate tat age ctg agg aac aag gat gtg aaa aat gca ctg 913 
Asn Pro Leu He Tyr Ser Leu Arg Asn Lys Asp Val Lys Asn Ala Leu 
290 295 300 

aag aag atg act agg gga agg cag tea tec tgacaaagag g 954 
Lys Lys Met Thr Arg Gly Arg Gin Ser Ser 
305 310 



<210> 18 
<211> 314 
<212> PRT 

<213> Homo sapiens 
<400> 18 

Met Asp Ser Ser Leu Cys Thr Phe Pro Glu Val Ala His Glu Phe He 
15 10 15 

Leu Ala Gly Leu Thr Gin Arg Pro Glu Leu Gin Leu Pro Leu Phe Leu 
20 25 30 

Leu Phe Leu Gly He Tyr Val Val Thr Val Val Gly Asn Leu Gly Met 
35 40 45 

He Phe Leu He Ala Leu Ser Ser Gin Leu Tyr Pro Pro Val Tyr Tyr 
50 55 60 

Phe Leu Ser His Leu Ser Phe He Asp Leu Cys Tyr Ser Ser Val He 
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65 



70 



75 



80 



Thr Pro Lys Met Leu Val Asn Phe Val Pro Glu Glu Asn lie lie Ser 
85 90 95 

Phe Leu Glu Cys lie Thr Gin Leu Tyr Phe Phe Leu lie Phe Val lie 
100 105 110 

Ala Glu Gly Tyr Leu Leu Thr Ala Met Glu Tyr Asp Arg Tyr Val Ala 
115 120 125 

lie Cys Arg Pro Leu Leu Tyr Asn lie Val Met Ser His Arg Val Cys 
130 135 140 

Ser lie Met Met Ala Val Val Tyr Ser Leu Gly Phe Leu Trp Ala Thr 
145 150 155 160 

Val His Thr Thr Arg Met Ser Val Leu Ser Phe Cys Arg Ser His Thr 
165 170 175 

Val Ser His Tyr Phe Cys Asp lie Leu Pro Leu Leu Thr Leu Ser Cys 
180 185 190 

Ser Ser Thr His lie Asn Glu He Leu Leu Phe He He Gly Gly Val 
195 200 205 

Asn Thr Leu Ala Thr Thr Leu Ala Val Leu He Ser Tyr Ala Phe He 
210 215 220 

Phe Ser Ser He Leu Gly He His Ser Thr Glu Gly Gin Ser Lys Ala 
225 230 235 240 

Phe Gly Thr Cys Ser Ser His Leu Leu Ala Val Gly He Phe Phe Gly 
245 250 255 

Ser He Thr Phe Met Tyr Phe Lys Pro Pro Ser Ser Thr Thr Met Glu 
260 265 270 

Lys Glu Lys Val Ser Ser Val Phe Tyr He Thr He He Pro Met Leu 
275 280 285 

Asn Pro Leu lie Tyr Ser Leu Arg Asn Lys Asp Val Lys Asn Ala Leu 
290 295 300 

Lys Lys Met Thr Arg Gly Arg Gin Ser Ser 
305 310 



<210> 19 

<211> 1011 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (16) . . (996) 
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<400> 19 

tgtcttcaac caacc atg gca ata ttc aat aac acc act teg tct tec tea 51 
Met Ala lie Phe Asn Asn Thr Thr Ser Ser Ser Ser 
15 10 

aac ttc etc etc act gca ttc cct ggg ctg gaa tgt get cat gtc tgg 99 
Asn Phe Leu Leu Thr Ala Phe Pro Gly Leu Glu Cys Ala His Val Trp 
15 20 25 

ate tec att cca gtc tgc tgt etc tac acc att gee etc ttg gga aac 147 
lie Ser lie Pro Val Cys Cys Leu Tyr Thr lie Ala Leu Leu Gly Asn 
30 35 40 

agt atg ate ttt ctt gtc ate att act aag egg aga etc cac aaa ccc 195 
Ser Met lie Phe Leu Val He He Thr Lys Arg Arg Leu His Lys Pro 
45 50 55 60 

atg tat tat ttc etc tec atg ctg gca get gtt gat eta tgt ctg acc 243 
Met Tyr Tyr Phe Leu Ser Met Leu Ala Ala Val Asp Leu Cys Leu Thr 
65 70 75 

att acg acc ctt ccc acc gtg ctt ggt gtt etc tgg ttt cat gee egg 291 
He Thr Thr Leu Pro Thr Val Leu Gly Val Leu Trp Phe His Ala Arg 
80 85 90 

gag ate age ttt aaa get tgc ttc att caa atg ttc ttt gtg cat get 33 9 
Glu He Ser Phe Lys Ala Cys Phe He Gin Met Phe Phe Val His Ala 
95 100 105 

ttc tec ttg ctg gag tec teg gtg ctg gta gee atg gee ttt gac cgc 387 
Phe Ser Leu Leu Glu Ser Ser Val Leu Val Ala Met Ala Phe Asp Arg 
110 115 120 

ttc gtg get ate tgt aac cca ctg aac tat get act ate etc aca gac 435 
Phe Val Ala He Cys Asn Pro Leu Asn Tyr Ala Thr He Leu Thr Asp 
125 130 135 140 

agg atg gtc ctg gtg ata ggg ctg gtc ate tgc att aga cca gca gtt 483 
Arg Met Val Leu Val He Gly Leu Val lie Cys lie Arg Pro Ala Val 
145 150 155 

ttc tta ctt ccc ctt ctt gta gec ata aac act gtg tct ttt cat ggg 531 
Phe Leu Leu Pro Leu Leu Val Ala He Asn Thr Val Ser Phe His Gly 
160 165 170 

ggt cac gag ctt tec cat cca ttt tgc tac cac cca gaa gtg ate aaa 579 
Gly His Glu Leu Ser His Pro Phe Cys Tyr His Pro Glu Val He Lys 
175 180 185 

tac aca tat tec aaa cct tgg ate age agt ttt tgg gga ctg ttt ctt 627 
Tyr Thr Tyr Ser Lys Pro Trp He Ser Ser Phe Trp Gly Leu Phe Leu 
190 195 200 

cag etc tac ctg aat ggc act gac gta ttg ttt att ctt ttc tec tat 675 
Gin Leu Tyr Leu Asn Gly Thr Asp Val Leu Phe lie Leu Phe Ser Tyr 
205 210 215 220 
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gtc ctg ate etc cgt act gtt ctg ggc att gtg gec cga aag aag caa 
Val Leu He Leu Arg Thr Val Leu Gly He Val Ala Arg Lys Lys Gin 
225 230 235 



723 



caa aaa get etc age act tgt gtc tgt cac ate tgt gca gtc act att 771 
Gin Lys Ala Leu Ser Thr Cys Val Cys His He Cys Ala Val Thr He 
240 245 250 

ttc tat gtg cca ctg ate age etc tct ttg gca cac cgc etc ttc cac 819 
Phe Tyr Val Pro Leu He Ser Leu Ser Leu Ala His Arg Leu Phe His 
255 260 265 

tec ace cca agg gtg etc tgt age act ttg gee aat att tat ctg etc 867 
Ser Thr Pro Arg Val Leu Cys Ser Thr Leu Ala Asn He Tyr Leu Leu 
270 275 280 

tta cca cct gtg ctg aac cct ate att tac age ttg aag acc aag aca 915 
Leu Pro Pro Val Leu Asn Pro He He Tyr Ser Leu Lys Thr Lys Thr 
285 290 295 300 

ate cgc cag get atg ttc cag ctg etc caa tec aag ggt tea tgg ggt 963 
He Arg Gin Ala Met Phe Gin Leu Leu Gin Ser Lys Gly Ser Trp Gly 
305 310 315 

ttt aat gtg agg ggt ctt agg gga aga tgg gat tgaaggtagg aaatt 1011 
Phe Asn Val Arg Gly Leu Arg Gly Arg Trp Asp 
320 325 



<210> 20 

<211> 327 

<212> PRT 

<213> Homo sapiens 

<400> 20 

Met Ala He Phe Asn Asn Thr Thr Ser Ser Ser Ser Asn Phe Leu Leu 
15 10 15 

Thr Ala Phe Pro Gly Leu Glu Cys Ala His Val Trp lie Ser He Pro 
20 25 30 

Val Cys Cys Leu Tyr Thr He Ala Leu Leu Gly Asn Ser Met He Phe 
35 40 45 

Leu Val He He Thr Lys Arg Arg Leu His Lys Pro Met Tyr Tyr Phe 
50 55 60 

Leu Ser Met Leu Ala Ala Val Asp Leu Cys Leu Thr He Thr Thr Leu 
65 70 75 80 

Pro Thr Val Leu Gly Val Leu Trp Phe His Ala Arg Glu He Ser Phe 
85 90 95 

Lys Ala Cys Phe lie Gin Met Phe Phe Val His Ala Phe Ser Leu Leu 
100 105 110 
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Glu Ser Ser Val Leu Val Ala Met Ala Phe Asp Arg Phe Val Ala lie 
115 120 125 



Cys Asn Pro Leu Asn Tyr Ala Thr lie Leu Thr Asp Arg Met Val Leu 
130 135 140 

Val lie Gly Leu Val lie Cys lie Arg Pro Ala Val Phe Leu Leu Pro 
145 150 155 160 

Leu Leu Val Ala lie Asn Thr Val Ser Phe His Gly Gly His Glu Leu 
165 170 175 

Ser His Pro Phe Cys Tyr His Pro Glu Val lie Lys Tyr Thr Tyr Ser 
180 185 190 

Lys Pro Trp lie Ser Ser Phe Trp Gly Leu Phe Leu Gin Leu Tyr Leu 
195 200 205 

Asn Gly Thr Asp Val Leu Phe lie Leu Phe Ser Tyr Val Leu lie Leu 
210 215 220 

Arg Thr Val Leu Gly lie Val Ala Arg Lys Lys Gin Gin Lys Ala Leu 
225 230 235 240 

Ser Thr Cys Val Cys His lie Cys Ala Val Thr lie Phe Tyr Val Pro 
245 250 255 

Leu lie Ser Leu Ser Leu Ala His Arg Leu Phe His Ser Thr Pro Arg 
260 265 270 

Val Leu Cys Ser Thr Leu Ala Asn lie Tyr Leu Leu Leu Pro Pro Val 
275 280 285 

Leu Asn Pro lie lie Tyr Ser Leu Lys Thr Lys Thr lie Arg Gin Ala 
290 295 300 

Met Phe Gin Leu Leu Gin Ser Lys Gly Ser Trp Gly Phe Asn Val Arg 
305 310 315 320 



Gly Leu Arg Gly Arg Trp Asp 
325 



<210> 21 
<211> 1011 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (16) . . (996) 

<400> 21 

tgtcttcaac caacc atg gca ata ttc aat aac acc act teg tct tec tea 
Met Ala lie Phe Asn Asn Thr Thr Ser Ser Ser Ser 
15 10 



30 



aac ttc etc etc act gca ttc cct ggg ctg gaa tgt get cat gtc tgg 99 
Asn Phe Leu Leu Thr Ala Phe Pro Gly Leu Glu Cys Ala His Val Trp 
15 20 25 

ate tec att cca gtc tgc tgt etc tac acc att gee etc ttg gga aac 147 
lie Ser lie Pro Val Cys Cys Leu Tyr Thr lie Ala Leu Leu Gly Asn 
30 35 40 

agt atg ate ttt ctt gtc ate att act aag egg aga etc cac aaa ccc 195 
Ser Met He Phe Leu Val He He Thr Lys Arg Arg Leu His Lys Pro 
45 50 55 60 

atg tat tat ttc etc tec atg ctg gca get gtt gat eta tgt ctg acc 243 
Met Tyr Tyr Phe Leu Ser Met Leu Ala Ala Val Asp Leu Cys Leu Thr 
65 70 75 

att acg acc ctt ccc act gtg ctt ggt gtt etc tgg ttt cat gee egg 291 
He Thr Thr Leu Pro Thr Val Leu Gly Val Leu Trp Phe His Ala Arg 
80 85 90 

gag ate age ttt aaa get tgc ttc att caa atg ttc ttt gtg cat get 339 
Glu He Ser Phe Lys Ala Cys Phe He Gin Met Phe Phe Val His Ala 
95 100 105 

ttc tec ttg ctg gag tec teg gtg ctg gta gee atg gee ttt gac cgc 387 
Phe Ser Leu Leu Glu Ser Ser Val Leu Val Ala Met Ala Phe Asp Arg 
110 115 120 

ttc gtg get ate tgt aac cca ctg aac tat get act ate etc aca gac 435 
Phe Val Ala He Cys Asn Pro Leu Asn Tyr Ala Thr He Leu Thr Asp 
125 130 135 140 

agg atg gtc ctg gtg ata ggg ctg gtc ate tgc att aga cca gca gtt 483 
Arg Met Val Leu Val lie Gly Leu Val He Cys He Arg Pro Ala Val 
145 150 155 

ttc tta ctt ccc ctt ctt gta gee ata aac act gtg tct ttt cat ggg 531 
Phe Leu Leu Pro Leu Leu Val Ala He Asn Thr Val Ser Phe His Gly 
160 165 170 

ggt cac gag ctt tec cat cca ttt tgc tac cac cca gaa gtg ate aaa 579 
Gly His Glu Leu Ser His Pro Phe Cys Tyr His Pro Glu Val He Lys 
175 180 185 

tac aca tat tec aaa cct tgg ate age agt ttt tgg gga ctg ttt ctt 627 
Tyr Thr Tyr Ser Lys Pro Trp He Ser Ser Phe Trp Gly Leu Phe Leu 
190 195 200 

cag etc tac ctg aat ggc act gac gta ttg ttt att ctt ttc tec tat 675 
Gin Leu Tyr Leu Asn Gly Thr Asp Val Leu Phe He Leu Phe Ser Tyr 
205 210 215 220 

gtc ctg ate etc cgt act gtt ctg ggc att gtg gec cga aag aag caa 723 
Val Leu He Leu Arg Thr Val Leu Gly He Val Ala Arg Lys Lys Gin 
225 230 235 
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caa aaa get etc age act tgt gtc tgt cac ate tgt gca gtc act att 771 
Gin Lys Ala Leu Ser Thr Cys Val Cys His lie Cys Ala Val Thr lie 
240 245 250 



ttc tat gtg cca ctg ate age etc tct ttg gca cac cgc etc ttc cac 819 
Phe Tyr Val Pro Leu lie Ser Leu Ser Leu Ala His Arg Leu Phe His 
255 260 265 

tec ace cca agg gtg etc tgt age act ttg gee aat att tat ctg etc 867 
Ser Thr Pro Arg Val Leu Cys Ser Thr Leu Ala Asn lie Tyr Leu Leu 
270 275 280 

tta cca cct gtg ctg aac cct ate att tac age ttg aag acc aag aca 915 
Leu Pro Pro Val Leu Asn Pro lie lie Tyr Ser Leu Lys Thr Lys Thr 
285 290 295 300 

ate cgc cag get atg ttc cag ctg etc caa tec aag ggt tea tgg ggt 963 
lie Arg Gin Ala Met Phe Gin Leu Leu Gin Ser Lys Gly Ser Trp Gly 
305 310 315 

ttt aat gtg agg ggt ctt agg gga aga tgg gat tgaaggtagg aaatt 1011 
Phe Asn Val Arg Gly Leu Arg Gly Arg Trp Asp 
320 325 



<210> 22 
<211> 327 
<212> PRT 

<213> Homo sapiens 
<400> 22 

Met Ala lie Phe Asn Asn Thr Thr Ser Ser Ser Ser Asn Phe Leu Leu 
15 10 15 

Thr Ala Phe Pro Gly Leu Glu Cys Ala His Val Trp lie Ser lie Pro 
20 25 30 

Val Cys Cys Leu Tyr Thr lie Ala Leu Leu Gly Asn Ser Met lie Phe 
35 40 45 

Leu Val lie lie Thr Lys Arg Arg Leu His Lys Pro Met Tyr Tyr Phe 
50 55 60 

Leu Ser Met Leu Ala Ala Val Asp Leu Cys Leu Thr lie Thr Thr Leu 
65 70 75' 80 

Pro Thr Val Leu Gly Val Leu Trp Phe His Ala Arg Glu lie Ser Phe 
85 90 95 

Lys Ala Cys Phe He Gin Met Phe Phe Val His Ala Phe Ser Leu Leu 
100 105 110 

Glu Ser Ser Val Leu Val Ala Met Ala Phe Asp Arg Phe Val Ala He 
115 120 125 

Cys Asn Pro Leu Asn Tyr Ala Thr He Leu Thr Asp Arg Met Val Leu 
130 135 140 
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Val lie Gly Leu Val lie Cys lie Arg Pro Ala Val Phe Leu Leu Pro 
145 150 155 160 



Leu Leu Val Ala 



Ser His Pro Phe 
180 

Lys Pro Trp lie 
195 

Asn Gly Thr Asp 
210 

Arg Thr Val Leu 
225 

Ser Thr Cys Val 



Leu lie Ser Leu 
260 

Val Leu Cys Ser 
275 

Leu Asn Pro lie 
290 

Met Phe Gin Leu 
305 

Gly Leu Arg Gly 



lie Asn Thr Val 
165 

Cys Tyr His Pro 



Ser Ser Phe Trp 
200 

Val Leu Phe He 
215 

Gly He Val Ala 
230 

Cys His lie Cys 
245 

Ser Leu Ala His 



Thr Leu Ala Asn 
280 

He Tyr Ser Leu 
295 

Leu Gin Ser Lys 
310 

Arg Trp Asp 
325 



Ser Phe His Gly 
170 

Glu Val He Lys 
185 

Gly Leu Phe Leu 



Leu Phe Ser Tyr 
220 

Arg Lys Lys Gin 
235 

Ala Val Thr He 
250 

Arg Leu Phe His 
265 

He Tyr Leu Leu 



Lys Thr Lys Thr 
300 

Gly Ser Trp Gly 
315 



Gly His Glu Leu 
175 

Tyr Thr Tyr Ser 
190 

Gin Leu Tyr Leu 
205 

Val Leu He Leu 



Gin Lys Ala Leu 
240 

Phe Tyr Val Pro 
255 

Ser Thr Pro Arg 
270 

Leu Pro Pro Val 
285 

He Arg Gin Ala 



Phe Asn Val Arg 
320 



<210> 23 

<211> 955 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (7) . . (951) 

<400> 23 

aacaac atg acg aac ttg aat gca tea cag gec aac cac cgt aac ttc 48 
Met Thr Asn Leu Asn Ala Ser Gin Ala Asn His Arg Asn Phe 
15 10 

att ctg aca ggt ate cca gga acg cca gac aag aac cca tgg ttg gec 96 
He Leu Thr Gly He Pro Gly Thr Pro Asp Lys Asn Pro Trp Leu Ala 
15 20 25 30 
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ttt ccc ctg gga ttt etc tac aca etc aca etc ctg gga aat ggt ace 144 
Phe Pro Leu Gly Phe Leu Tyr Thr Leu Thr Leu Leu Gly Asn Gly Thr 
3 5 4 0 4 5 

ate eta get gtc ate aag gtg gag cca agt etc cat gag ccc acg tat 192 
lie Leu Ala Val He Lys Val Glu Pro Ser Leu His Glu Pro Thr Tyr 
50 55 60 

tac ttc ctt tct ate ttg get etc act gac gtt agt etc tec atg tec 240 
Tyr Phe Leu Ser He Leu Ala Leu Thr Asp Val Ser Leu Ser Met Ser 
65 70 75 

ace ttg ccc tec atg etc age ate tac tgg ttt aat gee cct cag att 288 
Thr Leu Pro Ser Met Leu Ser He Tyr Trp Phe Asn Ala Pro Gin He 
80 85 90 

gtt ttt gat gca tgc ate atg cag atg ttc ttc ate cat gta ttt gga 336 
Val Phe Asp Ala Cys He Met Gin Met Phe Phe He His Val Phe Gly 
95 100 105 110 

ata gta gaa tea gga gtc eta gtg tec atg gee ttt gac aga ttt gtg 384 
lie Val Glu Ser Gly Val Leu Val Ser Met Ala Phe Asp Arg Phe Val 
115 120 125 

gee ate cga aac cca tta cac tat gtt tec ate etc act cac gat gtt 432 
Ala lie Arg Asn Pro Leu His Tyr Val Ser He Leu Thr His Asp Val 
130 135 140 

att cga aag act gga ata get gtc etc ace egg gca gtc tgt gtg gta 480 
He Arg Lys Thr Gly He Ala Val Leu Thr Arg Ala Val Cys Val Val 
145 150 155 

ttc cct gtg ccc ttc ctt ata aag tgc eta ccc ttc tgc cat tec aat 528 
Phe Pro Val Pro Phe Leu He Lys Cys Leu Pro Phe Cys His Ser Asn 
160 165 170 

gtc ttg tct cat tea tac tgt ctt cac caa aac atg atg egg eta get 576 
Val Leu Ser His Ser Tyr Cys Leu His Gin Asn Met Met Arg Leu Ala 
175 180 185 190 

tgt gee age ace cgc ate aac age etc tac ggc etc ate gtc gtc ate 624 
Cys Ala Ser Thr Arg He Asn Ser Leu Tyr Gly Leu He Val Val He 
195 200 205 

ttc aca ctg ggg etc gat gtt etc etc act eta ctg tct tat gta etc 672 
Phe Thr Leu Gly Leu Asp Val Leu Leu Thr Leu Leu Ser Tyr Val Leu 
210 215 220 

ace ctg aag act gtg ctg ggc att gtc tec aga ggt gaa agg ctg aaa 72 0 
Thr Leu Lys Thr Val Leu Gly lie Val Ser Arg Gly Glu Arg Leu Lys 
225 230 235 

ace etc age aca tgc etc tct cac atg tct ace gtg etc etc ttc tat 768 
Thr Leu Ser Thr Cys Leu Ser His Met Ser Thr Val Leu Leu Phe Tyr 
240 245 250 

gtt cct ttt atg ggt get gee tec atg ate cac aga ttt tgg gag cat 816 

34 



Val Pro Phe Met Gly Ala Ala Ser Met lie His Arg Phe Trp Glu His 
255 260 265 270 



tta tea cca gta gtg cac atg gtc atg get gat ata tac eta ctg etc 864 
Leu Ser Pro Val Val His Met Val Met Ala Asp He Tyr Leu Leu Leu 
275 280 285 

ccg cct gtg eta aac ccc att gtc tac agt gtg aag ace aag caa att 912 
Pro Pro Val Leu Asn Pro He Val Tyr Ser Val Lys Thr Lys Gin He 
290 295 300 

gga aga atg ate ttt caa gtg ttc cag agg caa aaa aaa tagg 95 5 

Gly Arg Met He Phe Gin Val Phe Gin Arg Gin Lys Lys 
305 310 315 



<210> 24 
<211> 315 
<212> PRT 

<213> Homo sapiens 
<400> 24 

Met Thr Asn Leu Asn Ala Ser Gin Ala Asn His Arg Asn Phe He Leu 
15 10 15 

Thr Gly He Pro Gly Thr Pro Asp Lys Asn Pro Trp Leu Ala Phe Pro 
20 25 30 

Leu Gly Phe Leu Tyr Thr Leu Thr Leu Leu Gly Asn Gly Thr He Leu 
35 40 45 

Ala Val lie Lys Val Glu Pro Ser Leu His Glu Pro Thr Tyr Tyr Phe 
50 55 60 

Leu Ser He Leu Ala Leu Thr Asp Val Ser Leu Ser Met Ser Thr Leu 
65 70 75 80 

Pro Ser Met Leu Ser He Tyr Trp Phe Asn Ala Pro Gin He Val Phe 
85 90 95 

Asp Ala Cys He Met Gin Met Phe Phe He His Val Phe Gly He Val 
100 105 110 

Glu Ser Gly Val Leu Val Ser Met Ala Phe Asp Arg Phe Val Ala He 
115 120 125 

Arg Asn Pro Leu His Tyr Val Ser He Leu Thr His Asp Val He Arg 
130 135 140 

Lys Thr Gly He Ala Val Leu Thr Arg Ala Val Cys Val Val Phe Pro 
145 150 155 160 

Val Pro Phe Leu He Lys Cys Leu Pro Phe Cys His Ser Asn Val Leu 
165 170 175 

Ser His Ser Tyr Cys Leu His Gin Asn Met Met Arg Leu Ala Cys Ala 
180 185 190 
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Ser Thr Arg lie Asn Ser Leu Tyr Gly Leu lie Val Val lie Phe Thr 
195 200 205 



Leu Gly Leu Asp Val Leu Leu Thr Leu Leu Ser Tyr Val Leu Thr Leu 
210 215 220 

Lys Thr Val Leu Gly lie Val Ser Arg Gly Glu Arg Leu Lys Thr Leu 
225 230 235 240 

Ser Thr Cys Leu Ser His Met Ser Thr Val Leu Leu Phe Tyr Val Pro 
245 250 255 

Phe Met Gly Ala Ala Ser Met lie His Arg Phe Trp Glu His Leu Ser 
260 265 270 

Pro Val Val His Met Val Met Ala Asp lie Tyr Leu Leu Leu Pro Pro 
275 280 285 

Val Leu Asn Pro lie Val Tyr Ser Val Lys Thr Lys Gin lie Gly Arg 
290 295 300 

Met lie Phe Gin Val Phe Gin Arg Gin Lys Lys 
305 310 315 



<210> 25 
<211> 1013 
<212> DNA 

< 2 1 3 > Homo sapi ens 

<220> 

<221> CDS 

<222> (6) . . (992) 

<400> 25 

aaatc atg aat ttg gat tct ttt ttc tct ttc etc etc aag tea ttg ata 50 

Met Asn Leu Asp Ser Phe Phe Ser Phe Leu Leu Lys Ser Leu lie 

15 10 15 

atg gca ctt age aat tec age tgg agg eta ccc cag cct tct ttt ttc 98 
Met Ala Leu Ser Asn Ser Ser Trp Arg Leu Pro Gin Pro Ser Phe Phe 
20 25 30 

ctg gta gga att ccg ggt tta gag gaa age cag cac tgg ate gca ctg 146 
Leu Val Gly lie Pro Gly Leu Glu Glu Ser Gin His Trp lie Ala Leu 
3 5 4 0 4 5 

ccc ctg ggc ate ctt tac etc ctt get eta gtg ggc aat gtt acc att 194 
Pro Leu Gly lie Leu Tyr Leu Leu Ala Leu Val Gly Asn Val Thr lie 
50 55 ~ 60 

etc ttc ate ate tgg atg gac cca tec ttg cac caa tct atg tac etc 242 
Leu Phe lie lie Trp Met Asp Pro Ser Leu His Gin Ser Met Tyr Leu 
65 70 75 



36 



ttc ctg tec atg eta get gee ate gac ctg gtt gtg gee tec tec act 290 
Phe Leu Ser Met Leu Ala Ala lie Asp Leu Val Val Ala Ser Ser Thr 
80 85 90 95 

gca ccc aaa gee ctt gea gtg etc ctg gtt cgt gec caa gag att ggt 338 
Ala Pro Lys Ala Leu Ala Val Leu Leu Val Arg Ala Gin Glu lie Gly 
100 105 110 

tac act gtc tgc ctg ate cag atg ttc ttc ace cat gca ttc tec tec 386 
Tyr Thr Val Cys Leu lie Gin Met Phe Phe Thr His Ala Phe Ser Ser 
115 120 125 

atg gag tea ggg gta ctt gtg gee atg get ctg gat cgc tat gta gee 434 
Met Glu Ser Gly Val Leu Val Ala Met Ala Leu Asp Arg Tyr Val Ala 
130 135 140 

att tgt cac ccc ttg cac cat tec aca ate ctg cat cca ggg gtc ata 482 
lie Cys His Pro Leu His His Ser Thr lie Leu His Pro Gly Val lie 
145 150 155 

ggg cac ate gga atg gtg gtg ctg gtg egg gga tta eta etc etc ate 53 0 
Gly His lie Gly Met Val Val Leu Val Arg Gly Leu Leu Leu Leu lie 
160 165 170 175 

ccc ttc etc att ctg ttg cga aaa ctt ate ttc tgc caa gee ace ate 578 
Pro Phe Leu lie Leu Leu Arg Lys Leu lie Phe Cys Gin Ala Thr lie 
180 185 190 

ata ggc cat gee tat tgt gaa cat atg get gtt gtg aaa ctt gee tgc 626 
lie Gly His Ala Tyr Cys Glu His Met Ala Val Val Lys Leu Ala Cys 
195 200 205 

tea gaa ace aca gtc aat cga get tat ggg ctg act gtg gec ttg ctt 674 
Ser Glu Thr Thr Val Asn Arg Ala Tyr Gly Leu Thr Val Ala Leu Leu 
210 215 220 

gtg gtt ggg ctg gat gtc ctg gee att ggt gtt tec tat gee cac att 722 
Val Val Gly Leu Asp Val Leu Ala lie Gly Val Ser Tyr Ala His lie 
225 230 235 

etc cag gca gtg ctg aag gta cca gga aat gag gee cga ctt aag gee 770 
Leu Gin Ala Val Leu Lys Val Pro Gly Asn Glu Ala Arg Leu Lys Ala 
240 245 250 255 

ttt age aca tgt ggc tct cat gtt tgt gtc ate ctg gtc ttc tat ate 818 
Phe Ser Thr Cys Gly Ser His Val Cys Val lie Leu Val Phe Tyr lie 
260 265 270 

cc 9 99 a at 9" ttc tec ttc etc act cac cgc ttt ggt cat cat gta ccc 866 
Pro Gly Met Phe Ser Phe Leu Thr His Arg Phe Gly His His Val Pro 
275 280 285 

cat cac gtc cat gtt ctt ctg gec ata ctg tat cgc ctt gtg cca cct 914 
His His Val His Val Leu Leu Ala lie Leu Tyr Arg Leu Val Pro Pro 
290 295 300 

gca etc aat cct ctt gtc tat agg gtg aag ace cag aag ate cac cag 962 
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Ala Leu Asn Pro Leu Val Tyr Arg Val Lys Thr Gin Lys He His Gin 
305 310 315 

it' s s s s 2: "f cp t9acct9aat * »» 

3 20 325 

<210> 26 
<211> 329 
<212> PRT 

<213> Homo sapiens 
<400> 26 

Met Asn Leu Asp Ser Phe Phe Ser Phe Leu Leu Lys Ser Leu lie Met 
5 10 15 



er Tr P Ar 9 Leu Pro Gin Pro Ser Phe Phe Leu 
20 25 30 



Ala Leu Ser Asn Ser S 
20 

Val Gly lie Pro Gly Leu Glu Glu Ser Gin His Trp He Ala Leu Pro 
35 4 0 45 

Leu Gly He Leu Tyr Leu Leu Ala Leu Val Gly Asn Val Thr He Leu 

55 60 

Phe He lie Trp Met Asp Pro Ser Leu His Gin Ser Met Tyr Leu Phe 

70 75 80 

Leu ser Met Leu Ala Ala He Asp Leu Val Val Ala Ser Ser Thr Ala 
85 90 95 

Pro Lys Ala Leu Ala Val Leu Leu Val Arg Ala Gin Glu He Gly Tyr 
100 105 110 

Thr val Cys Leu He Gin Met Phe Phe Thr His Ala Phe Ser Ser Met 
115 120 125 

Glu Ser Gly Val Leu Val Ala Met Ala Leu Asp Arg Tyr Val Ala He 

135 140 

Cys His Pro Leu His His Ser Thr He Leu His Pro Gly Val He Gly 

His He Gly Met Val Val Leu Val Arg Gly Leu Leu Leu Leu He Pro 
165 170 175 

Phe Leu He Leu Leu Arg Lys Leu He Phe Cys Gin Ala Thr He He 
180 185 190 

Gly His Ala Tyr Cys Glu His Met Ala Val Val Lys Leu Ala Cys Ser 
195 200 205 

Glu Thr Thr Val Asn Arg Ala Tyr Gly Leu Thr Val Ala Leu Leu Val 
210 215 220 

Val Gly Leu Asp Val Leu Ala He Gly Val Ser Tyr Ala His He Leu 

38 



225 



230 



235 



240 



Gin Ala Val Leu 



Ser Thr Cys Gly 
260 

Gly Met Phe Ser 
275 

His Val His Val 
290 

Leu Asn Pro Leu 
305 

Val Leu Arg Val 



Lys Val Pro Gly 
245 

Ser His Val Cys 



Phe Leu Thr His 
280 

Leu Leu Ala lie 
295 

Val Tyr Arg Val 
310 

Phe Thr Leu Lys 
325 



Asn Glu Ala Arg 
250 

Val He Leu Val 
265 

Arg Phe Gly His 



Leu Tyr Arg Leu 
300 

Lys Thr Gin Lys 
315 

Asp 



Leu Lys Ala Phe 
255 

Phe Tyr He Pro 
270 

His Val Pro His 
285 

Val Pro Pro Ala 



He His Gin Gly 
320 



<210> 27 

<211> 1013 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (44) . . (1006) 

<400> 27 

aataaaacaa attcatttac tttccttttg aaacaatttc tec atg ggc aac aca 5 5 

Met Gly Asn Thr 
1 

gac ttg gec tat act aag gca atg cct aat ttc acg gat gtg aca gaa 103 
Asp Leu Ala Tyr Thr Lys Ala Met Pro Asn Phe Thr Asp Val Thr Glu 
5 10 15 20 

ttt act etc ctg ggg ctg acc tgt cgt cag gag eta cag gtt etc ttt 151 
Phe Thr Leu Leu Gly Leu Thr Cys Arg Gin Glu Leu Gin Val Leu Phe 
25 30 35 

ttt gtg gtg ttc eta gcg gtt tac atg ate act ctg ttg gga aat att 199 
Phe Val Val Phe Leu Ala Val Tyr Met He Thr Leu Leu Gly Asn He 
40 45 50 

ggt atg ate att ttg att age ate agt cct cag ctt cag agt ccc atg 24 7 
Gly Met lie lie Leu He Ser lie Ser Pro Gin Leu Gin Ser Pro Met 
55 60 65 

tac ttt ttc ctg agt cat ctg tct ttt gcg gac gtg tgc ttc tec tec 295 
Tyr Phe Phe Leu Ser His Leu Ser Phe Ala Asp Val Cys Phe Ser Ser 
70 75 80 



aac gtt acc ccc aaa atg ctg gaa aac tta tta tea gag aca aaa acc 343 

39 



Asn Val Thr Pro Lys Met Leu Glu Asn Leu Leu Ser Glu Thr Lys Thr 
85 90 95 100 



att tec tat gtg gga tgc ttg gtg cag tgc tac ttt ttc att gec gtt 391 
lie Ser Tyr Val Gly Cys Leu Val Gin Cys Tyr Phe Phe lie Ala Val 
105 110 115 

gtc cac gtg gag gtc tat ate ctg get gtg atg gee ttt gac agg tac 439 
Val His Val Glu Val Tyr He Leu Ala Val Met Ala Phe Asp Arg Tyr 
120 125 130 

atg gee ggc tgc aac cct ctg ctt tat ggc agt aaa atg tct agg act 487 
Met Ala Gly Cys Asn Pro Leu Leu Tyr Gly Ser Lys Met Ser Arg Thr 
135 140 145 

gtg tgt gtt egg etc ate tct gtg cct tat gtc tat gga ttc tct gtc 535 
Val Cys Val Arg Leu He Ser Val Pro Tyr Val Tyr Gly Phe Ser Val 
150 155 160 

age eta ata tgc aca eta tgg act tat ggc tta tac ttc tgt gga aac 583 
Ser Leu He Cys Thr Leu Trp Thr Tyr Gly Leu Tyr Phe Cys Gly Asn 
165 170 175 180 

ttt gaa ate aat cac ttc tat tgt gca gat ccc cct etc ate cag att 631 
Phe Glu He Asn His Phe Tyr Cys Ala Asp Pro Pro Leu He Gin He 
185 190 195 

gec tgt ggg aga gtg cac ate aaa gaa ate aca atg att gtt att get 679 
Ala Cys Gly Arg Val His He Lys Glu He Thr Met He Val He Ala 
200 205 210 

gga att aac ttc aca tat tec etc teg gtg gtc etc ate tec tac act 727 
Gly He Asn Phe Thr Tyr Ser Leu Ser Val Val Leu He Ser Tyr Thr 
215 220 225 

etc att gta gta get gtg eta cgc atg cgc tct gee gat ggc agg agg 775 
Leu He Val Val Ala Val Leu Arg Met Arg Ser Ala Asp Gly Arg Arg 
230 235 240 

aag gcg ttc tec ace tgt ggg tec cac ttg acg get gtt tct atg ttt 823 
Lys Ala Phe Ser Thr Cys Gly Ser His Leu Thr Ala Val Ser Met Phe 
245 250 255 260 

tat ggg acc ccc ate ttc atg tat etc agg aga ccc act gag gaa tec 8 71 
Tyr Gly Thr Pro He Phe Met Tyr Leu Arg Arg Pro Thr Glu Glu Ser 
265 270 275 

gta gag cag ggc aaa atg gtg get gtg ttt tac acc aca gta att cct 919 
Val Glu Gin Gly Lys Met Val Ala Val Phe Tyr Thr Thr Val He Pro 
280 285 290 

atg ttg aat ccc atg ate tac agt ctg aga aat aag gat gta aaa gaa 967 
Met Leu Asn Pro Met He Tyr Ser Leu Arg Asn Lys Asp Val Lys Glu 
295 300 305 

gca gtc aac aaa gca ate acc aag aca tat gtg agg cag taaaact 1013 
Ala Val Asn Lys Ala He Thr Lys Thr Tyr Val Arg Gin 

40 



310 



315 



320 



<210> 28 

<211> 321 

<212> PRT 

<213> Homo sapiens 

<400> 28 

Met oiy Asn Thr Asp Leu Ala Tyr Thr Lys Ala Met Pro Asn Phe Thr 



io 15 



Leu 



Asp val Thr Glu Phe Thr Leu Leu Gly Leu Thr Cys Arg Gin Glu 

20 25 30 

Gin val Leu Phe Phe Val Val Phe Leu Ala Val Tyr Met He Thr Leu 

40 45 

Leu Gly Asn lie Gly Met lie He Leu He Ser He Ser Pro Gin Leu 

55 6 0 

Gin Ser Pro Met Tyr Phe Phe Leu Ser His Leu Ser Phe Ala Asp Val 



75 



80 



Cys Phe Ser Ser Asn Val Thr Pro Lys Met Leu Glu 



85 



90 



Asn Leu Leu Ser 
95 



Glu Thr Lys Thr He Ser Tyr Val Gly Cys Leu Val Gin Cys Tyr Phe 

105 110 

Phe He Ala Val Val His Val Glu Val Tyr He Leu Ala Val Met Ala 

120 125 

Phe Asp Arg Tyr Met Ala Gly Cys Asn Pro Leu Leu Tyr Gly Ser Lys 

13 5 14Q 

Met Ser Arg Thr Val Cys Val Arg Leu He Ser Val Pro Tyr Val Tyr 

150 15 5 ~ 160 

Gly Phe Ser Val Ser Leu He Cys Thr Leu Trp Thr Tyr Gly Leu Tyr 

165 170 175 

Phe Cys Gly Asn Phe Glu He Asn His Phe Tyr Cys Ala Asp Pro Pro 

185 19Q 

Leu He Gin He Ala Cys Gly Arg Val His He Lys Glu He Thr Met 

200 205 

He Val lie Ala Gly He Asn Phe Thr Tyr Ser Leu Ser Val Val Leu 

215 220 



lie Ser Tyr Thr Leu lie Val Val Ala Val Leu Arg Met Arg S 



235 



er Ala 
240 



Asp Gly Arg Arg Lys Ala Phe Ser Thr Cys Gly Ser His 



^ iJij: ^ ys uxy Ser Hig Leu ^ 

>S0 255 
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Val Ser Met Phe Tyr Gly Thr Pro lie Phe Met Tyr Leu Arg Arg Pro 
260 265 270 



Thr Glu Glu Ser Val 
275 

Thr Val He Pro Met 
290 

Asp Val Lys Glu Ala 
305 

Gin 



Glu Gin Gly Lys Met 
280 

Leu Asn Pro Met He 
295 

Val Asn Lys Ala He 
310 



Val Ala Val Phe Tyr Thr 
285 

Tyr Ser Leu Arg Asn Lys 
300 

Thr Lys Thr Tyr Val Arg 
315 320 



<210> 29 
<211> 1013 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (44) . . (1006) 

<400> 29 

aataaaacaa attcatttac tttccttttg aaacaatttc tec atg ggc aac aca 55 

Met Gly Asn Thr 
1 

gac ttg gec tat act aag gca atg cct aat ttc acg gat gtg aca gaa 103 
Asp Leu Ala Tyr Thr Lys Ala Met Pro Asn Phe Thr Asp Val Thr Glu 
5 10 15 20 

ttt act etc ctg ggg ctg acc tgt cgt cag gag eta cag gtt etc ttt 151 
Phe Thr Leu Leu Gly Leu Thr Cys Arg Gin Glu Leu Gin Val Leu Phe 
25 30 35 

ttt gtg gtg ttc eta gcg gtt tac atg ate act ctg ttg gga aat att 199 
Phe Val Val Phe Leu Ala Val Tyr Met He Thr Leu Leu Gly Asn He 
40 45 50 

ggt atg ate att ttg att age ate agt cct cag ctt cag agt ccc atg 247 
Gly Met lie He Leu He Ser lie Ser Pro Gin Leu Gin Ser Pro Met 
55 60 65 

tac ttt ttc ctg agt cat ctg tct ttt gcg gac gtg tgc ttc tec tec 295 
Tyr Phe Phe Leu Ser His Leu Ser Phe Ala Asp Val Cys Phe Ser Ser 
70 75 80 

aac gtt acc ccc aaa atg ctg gaa aac tta tta tea gag aca aaa acc 343 
Asn Val Thr Pro Lys Met Leu Glu Asn Leu Leu Ser Glu Thr Lys Thr 
85 90 95 100 

att tec tat gtg gga tgc ttg gtg cag tgc tac ttt ttc att gec gtt 391 
He Ser Tyr Val Gly Cys Leu Val Gin Cys Tyr Phe Phe He Ala Val 



42 



105 



110 



115 



gtc cac gtg gag gtc tat ate ctg get gtg atg gec ttt gac agg tac 43 9 
Val His Val Glu Val Tyr lie Leu Ala Val Met Ala Phe Asp Arg Tyr 
120 125 130 

atg gec ggc tgc aac cct ctg ctt tat ggc agt aaa atg tct agg act 487 
Met Ala Gly Cys Asn Pro Leu Leu Tyr Gly Ser Lys Met Ser Arg Thr 
135 140 145 

gtg tgt gtt egg etc ate tct gtg cct tat gtc tat gga ttc tct gtc 535 
Val Cys Val Arg Leu lie Ser Val Pro Tyr Val Tyr Gly Phe Ser Val 
150 155 160 

age eta ata tgc aca eta tgg act tat ggc tta tac ttc tgt gga aac 583 
Ser Leu lie Cys Thr Leu Trp Thr Tyr Gly Leu Tyr Phe Cys Gly Asn 
165 170 175 180 

ttt gaa ate aat cac ttc tat tgt gca gat ccc cct etc ate cag att 631 
Phe Glu lie Asn His Phe Tyr Cys Ala Asp Pro Pro Leu He Gin He 
185 190 195 

gec tgt ggg aga gtg cac ate aaa gaa ate aca atg att gtt att get 679 
Ala Cys Gly Arg Val His He Lys Glu He Thr Met He Val He Ala 
200 205 210 

gga att aac ttc aca tat tec etc teg gtg gtc etc ate tec tac act 727 
Gly He Asn Phe Thr Tyr Ser Leu Ser Val Val Leu He Ser Tyr Thr 
215 220 225 

etc att gta gta get gtg eta cgc atg cgc tct gee gat ggc agg agg 775 
Leu He Val Val Ala Val Leu Arg Met Arg Ser Ala Asp Gly Arg Arg 
230 235 240 

aag gcg ttc tec acc tgt ggg tec cac ttg acg get gtt tct atg ttt 823 
Lys Ala Phe Ser Thr Cys Gly Ser His Leu Thr Ala Val Ser Met Phe 
245 250 255 260 

tat ggg acc ccc ate ttc atg tat etc agg aga ccc act gag gaa tec 871 
Tyr Gly Thr Pro He Phe Met Tyr Leu Arg Arg Pro Thr Glu Glu Ser 
265 270 275 

gta gag cag ggc aaa atg gtg get gtg ttt tac acc aca gta att cct 919 
Val Glu Gin Gly Lys Met Val Ala Val Phe Tyr Thr Thr Val He Pro 
280 285 290 

atg ttg aat ccc atg ate tac agt ctg aga aat aag gat gta aaa gaa 967 
Met Leu Asn Pro Met He Tyr Ser Leu Arg Asn Lys Asp Val Lys Glu 
295 300 305 

gca gtc aac aaa gca ate acc aag aca tat gtg agg cag taaaact 1013 
Ala Val Asn Lys Ala lie Thr Lys Thr Tyr Val Arg Gin 
310 315 320 



<210> 30 
<211> 321 



43 



<212> PRT 

<213> Homo sapiens 



<400> 30 

Met Gly Asn Thr Asp Leu Ala Tyr Thr Lys Ala Met Pro Asn Phe Thr 
1 5 10 15 

Asp Val Thr Glu Phe Thr Leu Leu Gly Leu Thr Cys Arg Gin Glu Leu 
20 25 30 

Gin Val Leu Phe Phe Val Val Phe Leu Ala Val Tyr Met lie Thr Leu 
35 40 45 

Leu Gly Asn lie Gly Met lie lie Leu lie Ser He Ser Pro Gin Leu 
50 55 60 

Gin Ser Pro Met Tyr Phe Phe Leu Ser His Leu Ser Phe Ala Asp Val 
65 70 75 80 

Cys Phe Ser Ser Asn Val Thr Pro Lys Met Leu Glu Asn Leu Leu Ser 
85 90 95 

Glu Thr Lys Thr lie Ser Tyr Val Gly Cys Leu Val Gin Cys Tyr Phe 
100 105 110 

Phe He Ala Val Val His Val Glu Val Tyr He Leu Ala Val Met Ala 
115 120 125 

Phe Asp Arg Tyr Met Ala Gly Cys Asn Pro Leu Leu Tyr Gly Ser Lys 
130 135 140 

Met Ser Arg Thr Val Cys Val Arg Leu He Ser Val Pro Tyr Val Tyr 
145 150 155 160 

Gly Phe Ser Val Ser Leu He Cys Thr Leu Trp Thr Tyr Gly Leu Tyr 
165 170 175 

Phe Cys Gly Asn Phe Glu He Asn His Phe Tyr Cys Ala Asp Pro Pro 
180 185 190 

Leu lie Gin He Ala Cys Gly Arg Val His He Lys Glu He Thr Met 
195 200 205 

He Val He Ala Gly He Asn Phe Thr Tyr Ser Leu Ser Val Val Leu 

210 215 220 

i 

He Ser Tyr Thr Leu He Val Val Ala Val Leu Arg Met Arg Ser Ala 
225 230 235 240 

Asp Gly Arg Arg Lys Ala Phe Ser Thr Cys Gly Ser His Leu Thr Ala 
245 250 255 

Val Ser Met Phe Tyr Gly Thr Pro lie Phe Met Tyr Leu Arg Arg Pro 
260 265 270 

Thr Glu Glu Ser Val Glu Gin Gly Lys Met Val Ala Val Phe Tyr Thr 
275 280 285 
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Thr Val He Pro Met Leu Asn Pro Met He Tyr Ser Leu Arg Asn Lys 
290 295 300 



Asp Val Lys Glu Ala Val Asn Lys Ala He Thr Lys Thr Tyr Val Arg 
305 310 315 320 

Gin 



<210> 31 

<211> 995 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (27) . . (989) 



<400> 31 

tgaactgata cctcccctgc tgggac atg tec tta cag aaa etc atg gag cca 53 

Met Ser Leu Gin Lys Leu Met Glu Pro 

1 5 



gaa get ggg ace aat agg acc get gtt get gag ttc att eta ctg ggc 101 
Glu Ala Gly Thr Asn Arg Thr Ala Val Ala Glu Phe He Leu Leu Gly 
10 15 20 25 



eta gtg caa aca gaa gag atg cag cca gtt gtc ttt gtg etc etc etc 149 
Leu Val Gin Thr Glu Glu Met Gin Pro Val Val Phe Val Leu Leu Leu 
30 35 40 

ttt gee tat ctg gtc aca act ggg ggc aac etc age ate ctg gca gee 197 
Phe Ala Tyr Leu Val Thr Thr Gly Gly Asn Leu Ser He Leu Ala Ala 
45 50 55 

gtc ttg gtg gag ccc aaa etc cac gee ccc atg tac ttc ttc ctg ggg 245 
Val Leu Val Glu Pro Lys Leu His Ala Pro Met Tyr Phe Phe Leu Gly 
60 65 70 

aac ctg tea gtg ctg gat gtc gga tgt ate act gtc act gtt cct gca 293 
Asn Leu Ser Val Leu Asp Val Gly Cys He Thr Val Thr Val Pro Ala 
75 80 85 

atg ttg ggt cgt etc ttg tec cac aag tec aca att tec tat gac gee 341 
Met Leu Gly Arg Leu Leu Ser His Lys Ser Thr He Ser Tyr Asp Ala 
90 95 100 105 

tgc etc tec cag etc ttc ttc ttc cac ctt ctg get ggg atg gac tgc 389 
Cys Leu Ser Gin Leu Phe Phe Phe His Leu Leu Ala Gly Met Asp Cys 
110 115 120 

ttc ctg ctg acc gee atg gee tat gac cga etc ctg gec ate tgc cag 437 
Phe Leu Leu Thr Ala Met Ala Tyr Asp Arg Leu Leu Ala He Cys Gin 
125 130 135 



45 



ccc etc acc tac age acc cgc atg agt cag aca gtc cag agg atg ttg 485 
Pro Leu Thr Tyr Ser Thr Arg Met Ser Gin Thr Val Gin Arg Met Leu 
140 145 150 



gtg get gcg tec ttg get tgt gee ttc acc aac gca ctg acc cac act 533 
Val Ala Ala Ser Leu Ala Cys Ala Phe Thr Asn Ala Leu Thr His Thr 
155 160 165 

gtg gec atg tec acg etc aac ttc tgt ggc ccc aat gag gtc aat cac 581 
Val Ala Met Ser Thr Leu Asn Phe Cys Gly Pro Asn Glu Val Asn His 
170 175 180 185 

ttc tac tgt gac etc cca cag etc ttc cag etc tec tgc tec age acc 629 
Phe Tyr Cys Asp Leu Pro Gin Leu Phe Gin Leu Ser Cys Ser Ser Thr 
190 195 200 

caa etc aat gag ctg ctg etc ttt get gtg ggt ttc ate atg gca ggc 677 
Gin Leu Asn Glu Leu Leu Leu Phe Ala Val Gly Phe lie Met Ala Gly 
205 210 215 

aca cct ttg gtt etc ate ate act gee tac age cac gtg gca get gca 725 
Thr Pro Leu Val Leu lie lie Thr Ala Tyr Ser His Val Ala Ala Ala 
220 225 230 

gtt eta cga ate cgt tea gtg gag ggc cga aag aag gee ttc tec acg 7 73 
Val Leu Arg lie Arg Ser Val Glu Gly Arg Lys Lys Ala Phe Ser Thr 
235 240 245 

tgt ggc tec cac etc acc gtg gtt tgt ctt ttc ttt gga aga ggt ate 821 
Cys Gly Ser His Leu Thr Val Val Cys Leu Phe Phe Gly Arg Gly lie 
250 255 260 265 

ttc aac tac atg aga ctg ggt tea gag gag get tea gac aag gat aaa 86 9 
Phe Asn Tyr Met Arg Leu Gly Ser Glu Glu Ala Ser Asp Lys Asp Lys 
270 275 280 

ggg gtt gga gtt ttc aac act gtt ate aac cct atg ctg aac cct ctt 917 
Gly Val Gly Val Phe Asn Thr Val lie Asn Pro Met Leu Asn Pro Leu 
285 290 295 

ate tac age etc aga aac cct gat gtt cag ggt get ctg tgg caa ata 965 
lie Tyr Ser Leu Arg Asn Pro Asp Val Gin Gly Ala Leu Trp Gin lie 
300 305 310 

ttt ttg ggg agg aga tea ctg acc tgagag 99 5 

Phe Leu Gly Arg Arg Ser Leu Thr 
315 320 



<210> 32 
<211> 321 
<212> PRT 

<213> Homo sapiens 
<400> 32 

Met Ser Leu Gin Lys Leu Met Glu Pro Glu Ala Gly Thr Asn Arg Thr 

46 



1 



5 



10 



15 



Ala Val Ala Glu Phe lie Leu Leu Gly Leu Val Gin Thr Glu Glu Met 
20 25 30 

Gin Pro Val Val Phe Val Leu Leu Leu Phe Ala Tyr Leu Val Thr Thr 
35 40 45 

Gly Gly Asn Leu Ser lie Leu Ala Ala Val Leu Val Glu Pro Lys Leu 
50 55 60 

His Ala Pro Met Tyr Phe Phe Leu Gly Asn Leu Ser Val Leu Asp Val 
65 70 75 80 

Gly Cys lie Thr Val Thr Val Pro Ala Met Leu Gly Arg Leu Leu Ser 
85 90 95 

His Lys Ser Thr He Ser Tyr Asp Ala Cys Leu Ser Gin Leu Phe Phe 
100 105 110 

Phe His Leu Leu Ala Gly Met Asp Cys Phe Leu Leu Thr Ala Met Ala 
115 120 125 

Tyr Asp Arg Leu Leu Ala He Cys Gin Pro Leu Thr Tyr Ser Thr Arg 
130 135 140 

Met Ser Gin Thr Val Gin Arg Met Leu Val Ala Ala Ser Leu Ala Cys 
145 150 155 160 

Ala Phe Thr Asn Ala Leu Thr His Thr Val Ala Met Ser Thr Leu Asn 
165 170 175 

Phe Cys Gly Pro Asn Glu Val Asn His Phe Tyr Cys Asp Leu Pro Gin 
180 185 190 

Leu Phe Gin Leu Ser Cys Ser Ser Thr Gin Leu Asn Glu Leu Leu Leu 
195 200 205 

Phe Ala Val Gly Phe He Met Ala Gly Thr Pro Leu Val Leu He He 
210 215 220 

Thr Ala Tyr Ser His Val Ala Ala Ala Val Leu Arg He Arg Ser Val 
225 230 235 240 

Glu Gly Arg Lys Lys Ala Phe Ser Thr Cys Gly Ser His Leu Thr Val 
245 250 255 

Val Cys Leu Phe Phe Gly Arg Gly He Phe Asn Tyr Met Arg Leu Gly 
260 265 270 

Ser Glu Glu Ala Ser Asp Lys Asp Lys Gly Val Gly Val Phe Asn Thr 
275 280 285 

Val He Asn Pro Met Leu Asn Pro Leu He Tyr Ser Leu Arg Asn Pro 
290 295 300 



Asp Val Gin Gly Ala Leu Trp Gin lie Phe Leu Gly Arg Arg Ser Leu 

47 



305 



310 



315 



320 



Thr 



<210> 33 

<211> 1024 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (3) . . (962) 

<400> 33 

ct atg agt tec tgc aac ttc aca cat gec acc ttt gtg ctt att ggt 47 

Met Ser Ser Cys Asn Phe Thr His Ala Thr Phe Val Leu He Gly 
15 10 15 

ate cca gga tta gag aaa gee cat ttc tgg gtt ggc ttc ccc etc ctt 95 
He Pro Gly Leu Glu Lys Ala His Phe Trp Val Gly Phe Pro Leu Leu 
20 25 30 

tec atg tat gta gtg gca atg ttt gga aac tgc ate gtg gtc ttc ate 143 
Ser Met Tyr Val Val Ala Met Phe Gly Asn Cys He Val Val Phe He 
35 40 45 

gta agg acg gaa cgc age ctg cac get ccg atg tac etc ttt etc tgc 191 
Val Arg Thr Glu Arg Ser Leu His Ala Pro Met Tyr Leu Phe Leu Cys 
50 55 60 

atg ctt gca gec att gac ctg gec tta tec aca tec acc atg cct aag 239 
Met Leu Ala Ala He Asp Leu Ala Leu Ser Thr Ser Thr Met Pro Lys 
65 70 75 

ate ctt gee ctt ttc tgg ttt gat tec cga gag att age ttt gag gee 287 
He Leu Ala Leu Phe Trp Phe Asp Ser Arg Glu He Ser Phe Glu Ala 
80 85 90 95 

tgt ctt acc cag atg ttc ttt att cat gee etc tea gec att gaa tec 335 
Cys Leu Thr Gin Met Phe Phe He His Ala Leu Ser Ala He Glu Ser 
100 105 110 

acc ate ctg ctg gec atg gee ttt gac cgt tat gtg gee ate tgc cac 383 
Thr He Leu Leu Ala Met Ala Phe Asp Arg Tyr Val Ala He Cys His 
115 120 125 

cca ctg cgc cat get gca gtg etc aac aat aca gta aca gee cag att 431 
Pro Leu Arg His Ala Ala Val Leu Asn Asn Thr Val Thr Ala Gin He 
130 135 140 

ggc ate gtg get gtg gtc cgc gga tec etc ttt ttt ttc cca ctg cct 479 
Gly He Val Ala Val Val Arg Gly Ser Leu Phe Phe Phe Pro Leu Pro 
145 150 155 



48 



ctg ctg ate aag egg ctg gec ttc tgc cac tec aat gtc etc teg cac 
Leu Leu lie Lys Arg Leu Ala Phe Cys His Ser Asn Val Leu Ser His 
160 165 170 175 



527 



tec tat tgt gtc cac cag gat gta atg aag ttg gec tat gca gac act 5 75 
Ser Tyr Cys Val His Gin Asp Val Met Lys Leu Ala Tyr Ala Asp Thr 
180 185 190 

ttg ccc aat gtg gta tat ggt ctt act gee att ctg ctg gtc atg ggc 623 
Leu Pro Asn Val Val Tyr Gly Leu Thr Ala lie Leu Leu Val Met Gly 
195 200 205 

gtg gac gta atg ttc ate tec ttg tec tat ttt ctg ata ata cga acg 671 
Val Asp Val Met Phe lie Ser Leu Ser Tyr Phe Leu lie He Arg Thr 
210 215 220 

gtt ctg caa ctg cct tec aag tea gag egg gee aag gee ttt gga acc 719 
Val Leu Gin Leu Pro Ser Lys Ser Glu Arg Ala Lys Ala Phe Gly Thr 
225 230 235 

tgt gtg tea cac att ggt gtg gta etc gee ttc tat gtg cca ctt att 767 
Cys Val Ser His He Gly Val Val Leu Ala Phe Tyr Val Pro Leu He 
240 245 250 255 

ggc etc tea gtg gta cac cgc ttt gga aac age ctt cat ccc att gtg 815 
Gly Leu Ser Val Val His Arg Phe Gly Asn Ser Leu His Pro He Val 
260 265 270 

cgt gtt gtc atg ggt gac ate tac ctg ctg ctg cct cct gtc ate aat 863 
Arg Val Val Met Gly Asp lie Tyr Leu Leu Leu Pro Pro Val He Asn 
275 280 285 

ccc ate ate tat ggt gec aaa acc aaa cag ate aga aca egg gtg ctg 911 
Pro He He Tyr Gly Ala Lys Thr Lys Gin He Arg Thr Arg Val Leu 
290 295 300 

get atg ttc aag ate age tgt gac aag gac ttg cag get gtg gga ggc 959 
Ala Met Phe Lys He Ser Cys Asp Lys Asp Leu Gin Ala Val Gly Gly 
305 310 315 

aag tgacccttaa cactacactt ctccttatct ttattggctt gataaacata 1012 

Lys 

320 

attatttcta ac 1024 



<210> 34 
<211> 320 
<212> PRT 

<213> Homo sapiens 
<400> 34 

Met Ser Ser Cys Asn Phe Thr His Ala Thr Phe Val Leu He Gly He 
15 10 15 

Pro Gly Leu Glu Lys Ala His Phe Trp Val Gly Phe Pro Leu Leu Ser 

49 



20 



25 



30 



Met Tyr Val Val Ala Met Phe Gly Asn Cys He Val Val Phe He Val 
35 40 45 

Arg Thr Glu Arg Ser Leu His Ala Pro Met Tyr Leu Phe Leu Cys Met 
50 55 60 

Leu Ala Ala He Asp Leu Ala Leu Ser Thr Ser Thr Met Pro Lys He 
65 70 75 80 

Leu Ala Leu Phe Trp Phe Asp Ser Arg Glu lie Ser Phe Glu Ala Cys 
85 90 95 

Leu Thr Gin Met Phe Phe He His Ala Leu Ser Ala He Glu Ser Thr 
100 105 110 

He Leu Leu Ala Met Ala Phe Asp Arg Tyr Val Ala lie Cys His Pro 
115 120 125 

Leu Arg His Ala Ala Val Leu Asn Asn Thr Val Thr Ala Gin He Gly 
130 135 140 

lie Val Ala Val Val Arg Gly Ser Leu Phe Phe Phe Pro Leu Pro Leu 
145 150 155 160 

Leu He Lys Arg Leu Ala Phe Cys His Ser Asn Val Leu Ser His Ser 
165 170 175 

Tyr Cys Val His Gin Asp Val Met Lys Leu Ala Tyr Ala Asp Thr Leu 
180 185 190 

Pro Asn Val Val Tyr Gly Leu Thr Ala lie Leu Leu Val Met Gly Val 
195 200 205 

Asp Val Met Phe lie Ser Leu Ser Tyr Phe Leu He He Arg Thr Val 
210 215 220 

Leu Gin Leu Pro Ser Lys Ser Glu Arg Ala Lys Ala Phe Gly Thr Cys 
225 230 235 240 

Val Ser His He Gly Val Val Leu Ala Phe Tyr Val Pro Leu He Gly 
245 250 255 

Leu Ser Val Val His Arg Phe Gly Asn Ser Leu His Pro lie Val Arg 
260 265 270 

Val Val Met Gly Asp He Tyr Leu Leu Leu Pro Pro Val lie Asn Pro 
275 280 285 

lie lie Tyr Gly Ala Lys Thr Lys Gin lie Arg Thr Arg Val Leu Ala 
290 295 300 

Met Phe Lys lie Ser Cys Asp Lys Asp Leu Gin Ala Val Gly Gly Lys 
305 310 315 320 



50 



<210> 35 

<211> 998 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (2) . . (988) 

<400> 35 

a atg tec age act ctt ggc cac aac atg gaa tct cct aat cac act gat 49 

Met Ser Ser Thr Leu Gly His Asn Met Glu Ser Pro Asn His Thr Asp 

1 5 10 15 

gtt gac cct tct gtc ttc ttc etc ctg ggc ate cca ggt ctg gaa caa 97 
Val Asp Pro Ser Val Phe Phe Leu Leu Gly lie Pro Gly Leu Glu Gin 
20 25 30 

ttt cat ttg tgg etc tea etc cct gtg tgt ggc tta ggc aca gee aca 14 5 
Phe His Leu Trp Leu Ser Leu Pro Val Cys Gly Leu Gly Thr Ala Thr 
35 40 45 

att gtg ggc aat ata act att ctg gtt gtt gtt gee act gaa cca gtc 193 
lie Val Gly Asn lie Thr He Leu Val Val Val Ala Thr Glu Pro Val 
50 55 60 

ttg cac aag cct gtg tac ctt ttt ctg tgc atg etc tea ace ate gac 241 
Leu His Lys Pro Val Tyr Leu Phe Leu Cys Met Leu Ser Thr He Asp 
65 70 75 80 

ttg get gec tct gtc tec aca gtt ccc aag eta ctg get ate ttc tgg 289 
Leu Ala Ala Ser Val Ser Thr Val Pro Lys Leu Leu Ala He Phe Trp 
85 90 95 

tgt gg a gec gga cat ata tct gee tct gec tgc ctg gca cag atg ttc 33 7 
Cys Gly Ala Gly His He Ser Ala Ser Ala Cys Leu Ala Gin Met Phe 
100 105 110 

ttc att cat gee ttc tgc atg atg gag tec act gtg eta ctg gee atg 385 
Phe He His Ala Phe Cys Met Met Glu Ser Thr Val Leu Leu Ala Met 
115 120 125 

gec ttt gat cgc tac gtg gee ate tgc cac cca etc cgc tat gee aca 433 
Ala Phe Asp Arg Tyr Val Ala He Cys His Pro Leu Arg Tyr Ala Thr 
130 135 140 

ate etc act gac ace ate att gec cac ata ggg gtg gca get gta gtg 481 
He Leu Thr Asp Thr lie lie Ala His He Gly Val Ala Ala Val Val 
145 150 155 160 

c 9 a ggc tec ctg etc atg etc cca tgt ccc ttc ctt att ggg cgt ttg 529 
Arg Gly Ser Leu Leu Met Leu Pro Cys Pro Phe Leu He Gly Arg Leu 
165 170 175 

aac ttc tgc caa age cat gtg ate eta cac acg tac tgt gag cac atg 577 
Asn Phe Cys Gin Ser His Val He Leu His Thr Tyr Cys Glu His Met 
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180 



185 



190 



get gtg gtg aag ctg gec tgt gga gac acc agg cct aac cgt gtg tat 62 5 
Ala Val Val Lys Leu Ala Cys Gly Asp Thr Arg Pro Asn Arg Val Tyr 
195 200 205 

ggg ctg aca get gca ctg ttg gtc att ggg gtt gac ttg ttt tgc att 673 
Gly Leu Thr Ala Ala Leu Leu Val lie Gly Val Asp Leu Phe Cys lie 
210 215 220 

ggt etc tec tat gee eta agt gca caa get gtc ctt cgc etc tea tec 721 
Gly Leu Ser Tyr Ala Leu Ser Ala Gin Ala Val Leu Arg Leu Ser Ser 
225 230 235 240 

cat gaa get egg tec aag gee eta ggg acc tgt ggt tec cat gtc tgt 769 
His Glu Ala Arg Ser Lys Ala Leu Gly Thr Cys Gly Ser His Val Cys 
245 250 255 

gtc ate etc ate tct tat aca cca gee etc ttc tec ttt ttt aca cac 817 
Val lie Leu lie Ser Tyr Thr Pro Ala Leu Phe Ser Phe Phe Thr His 
260 265 270 



cgc ttt ggc cat cac gtt 
Arg Phe Gly His His Val 
275 

gtt tat ctg ctt ttg cca 
Val Tyr Leu Leu Leu Pro 
290 

aag acc aaa cag ate cgt 
Lys Thr Lys Gin lie Arg 
305 310 

cag gga atg ggc ate aag 
Gin Gly Met Gly lie Lys 
325 



cca gtc cat att cac att 

Pro Val His lie His lie 
280 

cct get ctt aat cct gtg 

Pro Ala Leu Asn Pro Val 

295 300 

aaa aga gtt gtc agg gtg 
Lys Arg Val Val Arg Val 
315 

gca tct gag tgactctgga 
Ala Ser Glu 



ctt ttg gee aat 865 

Leu Leu Ala Asn 

285 

gta tat gga gtt 913 
Val Tyr Gly Val 



ttt caa agt ggg 961 
Phe Gin Ser Gly 
320 

998 



<210> 36 
<211> 329 
<212> PRT 

<213> Homo sapiens 
<400> 36 

Met Ser Ser Thr Leu Gly His Asn Met Glu Ser Pro Asn His Thr Asp 
15 10 15 

Val Asp Pro Ser Val Phe Phe Leu Leu Gly lie Pro Gly Leu Glu Gin 
20 25 30 

Phe His Leu Trp Leu Ser Leu Pro Val Cys Gly Leu Gly Thr Ala Thr 
35 40 45 

lie Val Gly Asn lie Thr lie Leu Val Val Val Ala Thr Glu Pro Val 
50 55 60 
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Leu His Lys Pro Val Tyr Leu Phe Leu Cys Met Leu Ser Thr He Asp 



7 5 80 



Leu Ala Ala Ser Val Ser Thr Val Pro Lys Leu Leu Ala He Phe Trp 
85 9° 95 

Cys Gly Ala Gly His He Ser Ala Ser Ala Cys Leu Ala Gin Met Phe 
100 105 110 

Phe lie His Ala Phe Cys Met Met Glu Ser Thr Val Leu Leu Ala Met 
115 !20 125 

Ala Phe Asp Arg Tyr Val Ala He Cys His Pro Leu Arg Tyr Ala Thr 

13 5 140 

He Leu Thr Asp Thr He He Ala His He Gly Val Ala Ala Val Val 

150 155 160 

Arg Gly Ser Leu Leu Met Leu Pro Cys Pro Phe Leu He Gly Arg Leu 
165 170 175 

Asn Phe Cys Gin Ser His Val He Leu His Thr Tyr Cys Glu His Met 
180 185 i 9 o 

Ala Val val Lys Leu Ala Cys Gly Asp Thr Arg Pro Asn Arg Val Tyr 
195 200 205 

Gly Leu Thr Ala Ala Leu Leu Val He Gly Val Asp Leu Phe Cys He 

215 220 

Gly Leu Ser Tyr Ala Leu Ser Ala Gin Ala Val Leu Arg Leu Ser Ser 

230 235 240 

His Glu Ala Arg Ser Lys Ala Leu Gly Thr Cys Gly Ser His Val Cys 
245 250 255 

Val lie Leu lie Ser Tyr Thr Pro Ala Leu Phe Ser Phe Phe Thr His 
260 265 2V0 

Arg Phe Gly.His His Val Pro Val His He His He Leu Leu Ala Asn 
275 280 285 

Val Tyr Leu Leu Leu Pro Pro Ala Leu Asn Pro Val Val Tyr Gly Val 

295 300 

Lys Thr Lys Gin He Arg Lys Arg Val Val Arg Val Phe Gin Ser Gly 

310 215 320 

Gin Gly Met Gly He Lys Ala Ser Glu 
325 



<210> 37 

<211> 998 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> CDS 

<222> (2) . . (988) 



<400> 37 

a atg tec age act ctt ggc cac aac atg gaa tct cct aat cac act gat 49 

Met Ser Ser Thr Leu Gly His Asn Met Glu Ser Pro Asn His Thr Asp 
15 10 15 

gtt gac cct tct gtc ttc ttc etc ctg ggc ate cca ggt ctg gaa caa 97 
Val Asp Pro Ser Val Phe Phe Leu Leu Gly lie Pro Gly Leu Glu Gin 
20 25 30 

ttt cat ttg tgg etc tea etc cct gtg tgt ggc tta ggc aca gec aca 145 
Phe His Leu Trp Leu Ser Leu Pro Val Cys Gly Leu Gly Thr Ala Thr 
35 40 45 

att gtg ggc aat ata act att ctg gtt gtt gtt gee act gaa cca gtc 193 
lie Val Gly Asn lie Thr lie Leu Val Val Val Ala Thr Glu Pro Val 
50 55 60 

ttg cac aag cct gtg tac ctt ttt ctg tgc atg etc tea acc ate gac 241 
Leu His Lys Pro Val Tyr Leu Phe Leu Cys Met Leu Ser Thr lie Asp 
65 70 75 80 

ttg get gee tct gtc tec aca gtt ccc aag eta ctg get ate ttc tgg 289 
Leu Ala Ala Ser Val Ser Thr Val Pro Lys Leu Leu Ala lie Phe Trp 
85 90 95 

tgt gga gee gga cat ata tct gee tct gee tgc ctg gca cag atg ttc 337 
Cys Gly Ala Gly His lie Ser Ala Ser Ala Cys Leu Ala Gin Met Phe 
100 105 110 

ttc att cat gee ttc tgc atg atg gag tec act gtg eta ctg gee atg 385 
Phe He His Ala Phe Cys Met Met Glu Ser Thr Val Leu Leu Ala Met 
115 120 125 

gee ttt gat cgc tac gtg gee ate tgc cac cca etc cgc tat gee aca 433 
Ala Phe Asp Arg Tyr Val Ala He Cys His Pro Leu Arg Tyr Ala Thr 
130 135 140 

ate etc act gac acc ate att gec cac ata ggg gtg gca get gta gtg 4 81 
He Leu Thr Asp Thr He lie Ala His He Gly Val Ala Ala Val Val 
145 150 155 160 

cga ggc tec ctg etc atg etc cca tgt ccc ttc ctt att ggg cgt ttg 52 9 
Arg Gly Ser Leu Leu Met Leu Pro Cys Pro Phe Leu He Gly Arg Leu 
165 170 175 

aac ttc tgc caa age cat gtg ate eta cac acg tac tgt gag cac atg 577 
Asn Phe Cys Gin Ser His Val He Leu His Thr Tyr Cys Glu His Met 
180 185 190 

get gtg gtg aag ctg gee tgt gga gac acc agg cct aac cgt gtg tat 625 
Ala Val Val Lys Leu Ala Cys Gly Asp Thr Arg Pro Asn Arg Val Tyr 
195 200 205 
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ggg ctg aca get gca ctg ttg gtc att ggg gtt gac ttg ttt tgc att 673 
Gly Leu Thr Ala Ala Leu Leu Val lie Gly Val Asp Leu Phe Cys He 
210 215 220 



ggt etc tec tat gec eta agt gca caa get gtc ctt cgc etc tea tec 721 
Gly Leu Ser Tyr Ala Leu Ser Ala Gin Ala Val Leu Arg Leu Ser Ser 
225 230 235 240 

cat gaa get egg tec aag gee eta ggg acc tgt ggt tec cat gtc tgt 769 
His Glu Ala Arg Ser Lys Ala Leu Gly Thr Cys Gly Ser His Val Cys 
245 250 255 

gtc ate etc ate tct tat aca cca gee etc ttc tec ttt ttt aca cac 817 
Val He Leu He Ser Tyr Thr Pro Ala Leu Phe Ser Phe Phe Thr His 
260 265 270 

cgc ttt ggc cat cac gtt cca gtc cat att cac att ctt ttg gec aat 865 
Arg Phe Gly His His Val Pro Val His He His He Leu Leu Ala Asn 
275 280 285 

gtt tat ctg ctt ttg cca cct get ctt aat cct gtg gta tat gga gtt 913 
Val Tyr Leu Leu Leu Pro Pro Ala Leu Asn Pro Val Val Tyr Gly Val 
290 295 300 

aag acc aaa cag ate cgt aaa aga gtt gtc agg gtg ttt caa agt ggg 961 
Lys Thr Lys Gin He Arg Lys Arg Val Val Arg Val Phe Gin Ser Gly 
305 310 315 320 

ca 9 gg a at 9 ggc ate aag gca tct gag tgactctgga 998 
Gin Gly Met Gly He Lys Ala Ser Glu 
325 



<210> 38 
<211> 329 
<212> PRT 

<213> Homo sapiens 
<400> 38 

Met Ser Ser Thr Leu Gly His Asn Met Glu Ser Pro Asn His Thr Asp 
15 10 15 

Val Asp Pro Ser Val Phe Phe Leu Leu* Gly He Pro Gly Leu Glu Gin 
20 25 30 

Phe His Leu Trp Leu Ser Leu Pro Val Cys Gly Leu Gly Thr Ala Thr 
35 40 45 

He Val Gly Asn lie Thr lie Leu Val Val Val Ala Thr Glu Pro Val 
50 55 60 

Leu His Lys Pro Val Tyr Leu Phe Leu Cys Met Leu Ser Thr lie Asp 
65 70 75 80 

Leu Ala Ala Ser Val Ser Thr Val Pro Lys Leu Leu Ala lie Phe Trp 
85 90 95 
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Cys Gly Ala Gly His lie Ser Ala Ser Ala Cys Leu Ala Gin Met Phe 
100 105 110 



Phe lie His Ala Phe Cys Met Met Glu Ser Thr Val Leu Leu Ala Met 
115 120 125 

Ala Phe Asp Arg Tyr Val Ala lie Cys His Pro Leu Arg Tyr Ala Thr 
130 135 140 

lie Leu Thr Asp Thr lie He Ala His lie Gly Val Ala Ala Val Val 
145 150 155 160 

Arg Gly Ser Leu Leu Met Leu Pro Cys Pro Phe Leu He Gly Arg Leu 
165 170 175 

Asn Phe Cys Gin Ser His Val He Leu His Thr Tyr Cys Glu His Met 
180 185 190 

Ala Val Val Lys Leu Ala Cys Gly Asp Thr Arg Pro Asn Arg Val Tyr 
195 200 205 

Gly Leu Thr Ala Ala Leu Leu Val He Gly Val Asp Leu Phe Cys He 
210 215 220 

Gly Leu Ser Tyr Ala Leu Ser Ala Gin Ala Val Leu Arg Leu Ser Ser 
225 230 235 240 

His Glu Ala Arg Ser Lys Ala Leu Gly Thr Cys Gly Ser His Val Cys 
245 250 255 

Val He Leu He Ser Tyr Thr Pro Ala Leu Phe Ser Phe Phe Thr His 
260 265 270 

Arg Phe Gly His His Val Pro Val His He His He Leu Leu Ala Asn 
275 280 285 

Val Tyr Leu Leu Leu Pro Pro Ala Leu Asn Pro Val Val Tyr Gly Val 
290 295 300 

Lys Thr Lys Gin He Arg Lys Arg Val Val Arg Val Phe Gin Ser Gly 
305 310 315 320 

Gin Gly Met Gly He Lys Ala Ser Glu 
325 



<210> 39 

<211> 929 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (3) . . (920) 
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<400> 39 

cc atg cag agg age aat cac aca gtg act gag ttc ate ctg ctg ggc 47 
Met Gin Arg Ser Asn His Thr Val Thr Glu Phe He Leu Leu Gly 
15 10 15 

ttc acc aca gat cca ggg atg caa ctg ggc etc ttt gtg gtg ttc ctg 95 
Phe Thr Thr Asp Pro Gly Met Gin Leu Gly Leu Phe Val Val Phe Leu 
20 25 30 

ggt gtg tac tgt ctg act gtg gta gga agt age acc etc ate gtg ttg 143 
Gly Val Tyr Cys Leu Thr Val Val Gly Ser Ser Thr Leu lie Val Leu 
35 40 45 

ate tgt aat gac tec cgc eta cac aca ccc atg tat ttt gtc att gga 191 
He Cys Asn Asp Ser Arg Leu His Thr Pro Met Tyr Phe Val He Gly 
50 55 60 

aat ctg tea ttt ctg gat etc tgg tat tct tct gtc cac acc cca aag 239 
Asn Leu Ser Phe Leu Asp Leu Trp Tyr Ser Ser Val His Thr Pro Lys 
65 70 75 

ate eta gtg acc tgc ate tct gaa gac aaa age ate tec ttt get ggc 287 
He Leu Val Thr Cys He Ser Glu Asp Lys Ser He Ser Phe Ala Gly 
80 85 90 95 

tgc ctg tgt cag ttc ttc tct gee agg ctg gee tat agt gag tgc tac 335 
Cys Leu Cys Gin Phe Phe Ser Ala Arg Leu Ala Tyr Ser Glu Cys Tyr 
100 105 110 

eta ctg get gee atg get tat gac cac tac gtg gee ate tec aag ccc 383 
Leu Leu Ala Ala Met Ala Tyr Asp His Tyr Val Ala He Ser Lys Pro 
115 120 125 

ctg ctt tat get cag acc atg cca agg aga ttg tgc ate tgt ttg gtt 431 
Leu Leu Tyr Ala Gin Thr Met Pro Arg Arg Leu Cys He Cys Leu Val 
130 135 140 

tta tat tec tat act ggg ggt ttt gtc aat gca ata ata tta acc age 479 
Leu Tyr Ser Tyr Thr Gly Gly Phe Val Asn Ala He He Leu Thr Ser 
145 150 155 

aac aca ttc aca ttg gat ttt tgt ggt gac aat gtc att gat gac ttt 527 
Asn Thr Phe Thr Leu Asp Phe Cys Gly Asp Asn Val He Asp Asp Phe 
160 165 170 175 

ttc tgt gat gtt cca ccc etc gtg aag ctg gca tgc agt gtg aga gag 575 
Phe Cys Asp Val Pro Pro Leu Val Lys Leu Ala Cys Ser Val Arg Glu 
180 185 190 

age tac cag get gtg ctg cac ttc ctt ctg gee tec aat gtc ate tec 623 
Ser Tyr Gin Ala Val Leu His Phe Leu Leu Ala Ser Asn Val lie Ser 
195 200 205 

cct act gtg etc ate ctt gee tct tac etc tec ate ate acc acc ate 671 
Pro Thr Val Leu He Leu Ala Ser Tyr Leu Ser He He Thr Thr He 
210 215 220 
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ctg agg ate cac tct acc cag ggc cgc ate aaa gtc ttc tec aca tgc 719 
Leu Arg lie His Ser Thr Gin Gly Arg lie Lys Val Phe Ser Thr Cys 
225 230 235 



tec tec cac ctg ate tec gtt acc tta tac tat ggc tec att etc tac 767 
Ser Ser His Leu lie Ser Val Thr Leu Tyr Tyr Gly Ser He Leu Tyr 
240 245 250 255 

aac tac tec egg cca agt tec age tac tec etc aag agg gac aaa atg 815 
Asn Tyr Ser Arg Pro Ser Ser Ser Tyr Ser Leu Lys Arg Asp Lys Met 
260 265 270 

gtt tct acc ttt tat act atg ctg ttc ccc atg ttg aat ccc atg ate 863 
Val Ser Thr Phe Tyr Thr Met Leu Phe Pro Met Leu Asn Pro Met He 
275 280 285 

tac agt ctg agg agt aaa gac atg aaa gac get ctg aaa aaa ttc ttc 911 
Tyr Ser Leu Arg Ser Lys Asp Met Lys Asp Ala Leu Lys Lys Phe Phe 
290 295 300 

aag tea gca taatccaaa 929 
Lys Ser Ala 
305 



<210> 40 
<211> 306 
<212> PRT 

<213> Homo sapiens 



<400> 40 
Met Gin Arg Ser 
1 

Thr Thr Asp Pro 
20 

Val Tyr Cys Leu 
35 

Cys Asn Asp Ser 
50 

Leu Ser Phe Leu 
65 

Leu Val Thr Cys 



Leu Cys Gin Phe 
100 

Leu Ala Ala Met 
115 

Leu Tyr Ala Gin 
130 



Asn His Thr Val 
5 

Gly Met Gin Leu 



Thr Val Val Gly 
40 

Arg Leu His Thr 
55 

Asp Leu Trp Tyr 
70 

He Ser Glu Asp 
85 

Phe Ser Ala Arg 



Ala Tyr Asp His 
120 

Thr Met Pro Arg 
135 



Thr Glu Phe He 
10 

Gly Leu Phe Val 
25 

Ser Ser Thr Leu 



Pro Met Tyr Phe 
60 

Ser Ser Val His 
75 

Lys Ser He Ser 
90 

Leu Ala Tyr Ser 
105 

Tyr Val Ala lie 



Arg Leu Cys He 
140 



Leu Leu Gly Phe 
15 

Val Phe Leu Gly 
30 

He Val Leu He 
45 

Val lie Gly Asn 



Thr Pro Lys He 
80 

Phe Ala Gly Cys 
95 

Glu Cys Tyr Leu 
110 

Ser Lys Pro Leu 
125 

Cys Leu Val Leu 



58 



Tyr Ser Tyr Thr 
145 

Thr Phe Thr Leu 



Cys Asp Val Pro 
180 

Tyr Gin Ala Val 
195 

Thr Val Leu He 
210 

Arg He His Ser 
225 

Ser His Leu He 



Tyr Ser Arg Pro 
260 

Ser Thr Phe Tyr 
275 

Ser Leu Arg Ser 
290 

Ser Ala 
305 



Gly Gly Phe Val 
150 

Asp Phe Cys Gly 
165 

Pro Leu Val Lys 



Leu His Phe Leu 
200 

Leu Ala Ser Tyr 
215 

Thr Gin Gly Arg 
230 

Ser Val Thr Leu 
245 

Ser Ser Ser Tyr 



Thr Met Leu Phe 
280 

Lys Asp Met Lys 
295 



Asn Ala He lie 
155 

Asp Asn Val He 
170 

Leu Ala Cys Ser 
185 

Leu Ala Ser Asn 



Leu Ser He lie 
220 

He Lys Val Phe 
235 

Tyr Tyr Gly Ser 
250 

Ser Leu Lys Arg 
265 

Pro Met Leu Asn 



Asp Ala Leu Lys 
300 



Leu Thr Ser Asn 
160 

Asp Asp Phe Phe 
175 

Val Arg Glu Ser 
190 

Val He Ser Pro 
205 

Thr Thr He Leu 



Ser Thr Cys Ser 
240 

He Leu Tyr Asn 
255 

Asp Lys Met Val 
270 

Pro Met lie Tyr 
285 

Lys Phe Phe Lys 



<210> 41 

<211> 939 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (3) . . (932) 

<400> 41 

cc atg ggg aac cac acc acc gtc acc gag ttt gtc ctg ctg ggg etc 47 
Met Gly Asn His Thr Thr Val Thr Glu Phe Val Leu Leu Gly Leu 
15 10 15 

tea gag acc tgt gag ctg cag atg etc ate ttc ctg ggg etc etc ctg 95 
Ser Glu Thr Cys Glu Leu Gin Met Leu lie Phe Leu Gly Leu Leu Leu 
20 25 30 

acc tac etc etc aca ctg ctg ggg aat ctg gtc ate gtg gtc ate acc 143 
Thr Tyr Leu Leu Thr Leu Leu Gly Asn Leu Val lie Val Val He Thr 
35 40 45 
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etc atg gac agg cgc etc cac acc acc atg tac tac ttc etc cgc aac 191 
Leu Met Asp Arg Arg Leu His Thr Thr Met Tyr Tyr Phe Leu Arg Asn 
50 55 60 

ttt get gtc ccg gag ate tgg ttc acc teg gtc ate ttt ccc aag gtg 239 
Phe Ala Val Pro Glu He Trp Phe Thr Ser Val lie Phe Pro Lys Val 
65 70 75 

ctg gee aac ate etc aca gga tac aag caa gac cat tec etc cca ggc 287 
Leu Ala Asn He Leu Thr Gly Tyr Lys Gin Asp His Ser Leu Pro Gly 
80 85 90 95 

tgc ttc ctg caa agt ttg etc tat ttt ttc ttg ggc acc aca gag ttc 335 
Cys Phe Leu Gin Ser Leu Leu Tyr Phe Phe Leu Gly Thr Thr Glu Phe 
100 105 110 

ttc etc ctg gcg gtg atg tec ttt gac agg tac gtg gee gta tgt aac 383 
Phe Leu Leu Ala Val Met Ser Phe Asp Arg Tyr Val Ala Val Cys Asn 
115 120 125 

cct ttg cat tat gee acc ate atg age aaa agg gtc tgt gtc cag eta 431 
Pro Leu His Tyr Ala Thr He Met Ser Lys Arg Val Cys Val Gin Leu 
130 135 140 

gtc etc tgt tgg tgg atg aca gga ttc ctt etc ate att att cca agt 4 79 
Val Leu Cys Trp Trp Met Thr Gly Phe Leu Leu He lie lie Pro Ser 
145 150 155 

ttt ctt gtc ctt cag cag cca ttc tgt ggc ccc aac ate att aac cat 527 
Phe Leu Val Leu Gin Gin Pro Phe Cys Gly Pro Asn He He Asn His 
160 165 170 175 

ttc ttc tgt gac aac ttt ccc etc ttg aaa etc att tgt gca gac atg 575 
Phe Phe Cys Asp Asn Phe Pro Leu Leu Lys Leu He Cys Ala Asp Met 
180 185 190 

act ctg ata gag etc ctg ggt ttt gtt ata gee aac gtc age tta ctg 623 
Thr Leu He Glu Leu Leu Gly Phe Val lie Ala Asn Val Ser Leu Leu 
195 200 205 

ggc act ctg tct atg acg gee act tgc tat ggc cac ate etc cac gec 671 
Gly Thr Leu Ser Met Thr Ala Thr Cys Tyr Gly His lie Leu His Ala 
210 215 220 

att ctg cac ate ccc tea gee aaa gag aag cag aaa gec ttc tec gee 719 
lie Leu His lie Pro Ser Ala Lys Glu Lys Gin Lys Ala Phe Ser Ala 
225 230 235 

tgc tec tec cac ate att gtc gtg tct etc ttc tat ggc age tgc ate 767 
Cys Ser Ser His lie lie Val Val Ser Leu Phe Tyr Gly Ser Cys lie 
240 245 250 255 

ttc atg tac att cag tea ggc aag agt gac cag aag gaa gac agg aac 815 
Phe Met Tyr lie Gin Ser Gly Lys Ser Asp Gin Lys Glu Asp Arg Asn 
260 265 270 
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aa g 9tg gcg gca ttg ctt 
Lys Val Ala Ala Leu Leu 
275 

ttc ate tac acc ctg agg 
Phe lie Tyr Thr Leu Arg 
290 

cag gtg age aaa etc etc 
Gin Val Ser Lys Leu Leu 
305 



aac acc gtg gtg acc ctg 
Asn Thr Val Val Thr Leu 
280 

aac aaa cag gtg aaa cag 
Asn Lys Gin Val Lys Gin 
295 

ata taaagct 

He 

310 



atg etc aac ccc 863 
Met Leu Asn Pro 
285 

gtg ttt agg cag 911 

Val Phe Arg Gin 

300 

939 



<210> 42 
<211> 310 
<212> PRT 

<213> Homo sapiens 
<400> 42 

Met Gly Asn His Thr Thr Val Thr Glu Phe Val Leu Leu Gly Leu Ser 
15 10 15 

Glu Thr Cys Glu Leu Gin Met Leu He Phe Leu Gly Leu Leu Leu Thr 
20 25 30 

Tyr Leu Leu Thr Leu Leu Gly Asn Leu Val He Val Val He Thr Leu 
35 40 45 

Met Asp Arg Arg Leu His Thr Thr Met Tyr Tyr Phe Leu Arg Asn Phe 
50 55 60 

Ala Val Pro Glu He Trp Phe Thr Ser Val He Phe Pro Lys Val Leu 
65 70 75 80 

Ala Asn He Leu Thr Gly Tyr Lys Gin Asp His Ser Leu Pro Gly Cys 
85 90 95 

Phe Leu Gin Ser Leu Leu Tyr Phe Phe Leu Gly Thr Thr Glu Phe Phe 
100 105 110 

Leu Leu Ala Val Met Ser Phe Asp Arg Tyr Val Ala Val Cys Asn Pro 
115 120 125 

Leu His Tyr Ala Thr He Met Ser Lys Arg Val Cys Val Gin Leu Val 
130 135 140 

Leu Cys Trp Trp Met Thr Gly Phe Leu Leu He He He Pro Ser Phe 
145 150 155 160 

Leu Val Leu Gin Gin Pro Phe Cys Gly Pro Asn He He Asn His Phe 
165 170 175 

Phe Cys Asp Asn Phe Pro Leu Leu Lys Leu He Cys Ala Asp Met Thr 
180 185 190 

Leu He Glu Leu Leu Gly Phe Val He Ala Asn Val Ser Leu Leu Gly 
195 200 205 



61 



Thr Leu Ser Met 
210 

Leu His lie Pro 
225 

Ser Ser His lie 



Met Tyr He Gin 
260 

Val Ala Ala Leu 
275 

He Tyr Thr Leu 
290 

Val Ser Lys Leu 
305 



Thr Ala Thr Cys 
215 

Ser Ala Lys Glu 
230 

He Val Val Ser 
245 

Ser Gly Lys Ser 



Leu Asn Thr Val 
280 

Arg Asn Lys Gin 
295 

Leu He 
310 



Tyr Gly His He 
220 

Lys Gin Lys Ala 
235 

Leu Phe Tyr Gly 
250 

Asp Gin Lys Glu 
265 

Val Thr Leu Met 



Val Lys Gin Val 
300 



Leu His Ala He 



Phe Ser Ala Cys 
240 

Ser Cys lie Phe 
255 

Asp Arg Asn Lys 
270 

Leu Asn Pro Phe 
285 

Phe Arg Gin Gin 



<210> 43 

<211> 931 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (924) 

<400> 43 

atg aag aat aaa agg aat gtg act gaa ttc gtt tta aca ggt ctt aca 48 
Met Lys Asn Lys Arg Asn Val Thr Glu Phe Val Leu Thr Gly Leu Thr 
15 10 15 

cag aac cct aaa atg gag aaa gtc atg ttt gca gta ttt ttg gtt ctt 96 
Gin Asn Pro Lys Met Glu Lys Val Met Phe Ala Val Phe Leu Val Leu 
20 25 30 

tac atg ata aca ctt tea ggc aac ctg etc ctt gtg gtt aca att acc 144 
Tyr Met He Thr Leu Ser Gly Asn Leu Leu Leu Val Val Thr He Thr 
35 40 45 

acc age cag get ctt age tec ccc atg tac ttc ttc ctg age cac ctt 192 
Thr Ser Gin Ala Leu Ser Ser Pro Met Tyr Phe Phe Leu Ser His Leu 
50 55 60 

tct ttg ata gac aca gtt tat tct tct tct tea get cct aag ttg att 240 
Ser Leu He Asp Thr Val Tyr Ser Ser Ser Ser Ala Pro Lys Leu He 
65 70 75 80 

gtc gat tec ctt cat gag aag aaa ate ate tec ttt aat ggg tgt atg 288 
Val Asp Ser Leu His Glu Lys Lys He He Ser Phe Asn Gly Cys Met 
85 90 95 



62 



get caa gec tat gaa gaa cac att ttt ggt get act gag ate ate ctg 336 
Ala Gin Ala Tyr Glu Glu His lie Phe Gly Ala Thr Glu lie lie Leu 
100 105 110 

ctg aca gtg atg gec tgt gac aac tat gtg gee ate tgc aaa cct ctg 384 
Leu Thr Val Met Ala Cys Asp Asn Tyr Val Ala lie Cys Lys Pro Leu 
115 120 125 

cac tac aca ace ate atg age cac age ctg tgc att etc eta gtg gta 432 
His Tyr Thr Thr lie Met Ser His Ser Leu Cys He Leu Leu Val Val 
130 135 140 

gtg gec tgg ata gga gga ttt etc cat gca aat att cag att eta ttt 480 
Val Ala Trp He Gly Gly Phe Leu His Ala Asn He Gin He Leu Phe 
145 150 155 160 

aca gta tgg ctg ccc ttc tgt ggc ccc aat gtc ata gac cac ttc atg 528 
Thr Val Trp Leu Pro Phe Cys Gly Pro Asn Val He Asp His Phe Met 
165 170 175 

tgt gac ttg tgc cct ttg tta aaa ctt gtt tgc ctg gac act cat ace 576 
Cys Asp Leu Cys Pro Leu Leu Lys Leu Val Cys Leu Asp Thr His Thr 
180 185 190 

ctt ggt etc ttt gtt get gec aac agt ggg ttc ate tgc tta tta aac 624 
Leu Gly Leu Phe Val Ala Ala Asn Ser Gly Phe lie Cys Leu Leu Asn 
195 200 205 

ttc ctt etc tgg gtg gta tec tat gtg ate ate ttg aga tgt tta aag 672 
Phe Leu Leu Trp Val Val Ser Tyr Val He He Leu Arg Cys Leu Lys 
210 215 220 

aac tat ate ttg gag ggg agg ggt aaa gec etc tec ace tgt att tct 720 
Asn Tyr He Leu Glu Gly Arg Gly Lys Ala Leu Ser Thr Cys He Ser 
225 230 235 240 

cac ate ata ata gtt gtc tta ttc ttt gtg cct tgt ata ttt gtg tat 768 
His He He He Val Val Leu Phe Phe Val Pro Cys He Phe Val Tyr 
245 250 255 

ctg cac cca gtg aca aac tct gee gat aaa get get get gta ttt tat 816 
Leu His Pro Val Thr Asn Ser Ala Asp Lys Ala Ala Ala Val Phe Tyr 
260 265 270 

act atg gtg gtc cca atg tta aat cct ttg ate tac aca etc aga aat 864 
Thr Met Val Val Pro Met Leu Asn Pro Leu He Tyr Thr Leu Arg Asn 
275 280 285 

get gag gta aaa agt gca ata agg aag ctt tgg aga aaa aaa gtt att 912 
Ala Glu Val Lys Ser Ala He Arg Lys Leu Trp Arg Lys Lys Val He 
290 295 300 

tea gat aat gac taaataa 931 

Ser Asp Asn Asp 

305 



63 



<210> 44 
<211> 308 
<212> PRT 

<213> Homo sapiens 
<400> 44 

Met Lys Asn Lys Arg Asn Val Thr Glu Phe Val Leu Thr Gly Leu Thr 



10 



15 



Gin Asn Pro Lys Met Glu Lys Val Met Phe Ala Val Phe Leu Val Leu 
20 25 30 

Tyr Met He Thr Leu Ser Gly Asn Leu Leu Leu Val Val Thr He Thr 
35 40 45 

Thr Ser Gin Ala Leu Ser Ser Pro Met Tyr Phe Phe Leu Ser His Leu 
50 55 so 

Ser Leu He Asp Thr Val Tyr Ser Ser Ser Ser Ala Pro Lys Leu He 
5 70 ^ 80 

Val Asp Ser Leu His Glu Lys Lys He He Ser Phe Asn Gly Cys Met 
85 90 95 

Ala Gin Ala Tyr Glu Glu His He Phe Gly Ala Thr Glu lie He Leu 



ioo 105 



110 



Leu Thr Val Met Ala Cys Asp Asn Tyr Val Ala He Cys Lys Pro Leu 

115 120 125 

His Tyr Thr Thr He Met Ser His Ser Leu Cys He Leu Leu Val Val 

130 !35 14 0 

Val Ala Trp He Gly Gly Phe Leu His Ala Asn He Gin He Leu Phe 

150 155 160 

Thr Val Trp Leu Pro Phe Cys Gly Pro Asn Val He Asp His Phe Met 



165 170 



175 



Cys Asp Leu cys Pro Leu Leu Lys Leu Val Cys Leu Asp Thr His Thr 
180 185 190 

Leu Gly Leu Phe Val Ala Ala Asn Ser Gly Phe He Cys Leu Leu Asn 
195 200 205 

Phe Leu Leu Trp Val Val Ser Tyr Val He He Leu Arg Cys Leu Lys 
210 215 220 " 

Asn Tyr He Leu Glu Gly Arg Gly Lys Ala Leu Ser Thr Cys He Ser 

230 235 240 

His He He He Val Val Leu Phe Phe Val Pro Cys He Phe Val Tyr 
245 250 255 

Leu His Pro Val Thr Asn Ser Ala Asp Lys Ala Ala Ala Val Phe Tyr 
260 265 270 

64 



Thr Met Val Val Pro Met Leu Asn Pro Leu He Tyr Thr Leu Arg Asn 
275 280 285 



Ala Glu Val Lys Ser Ala lie Arg Lys Leu Trp Arg Lys Lys Val He 
290 295 300 

Ser Asp Asn Asp 
305 



<210> 45 
<211> 991 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (22) . . (867) 

<400> 45 

aaaacaaaac tgtttgtata a atg gtg ttt tct gtc ate tct aca gec ctg 51 

Met Val Phe Ser Val He Ser Thr Ala Leu 
15 10 

gaa ttc aca aac aat tea gag aca age act atg acg gaa ttt gtt etc 99 
Glu Phe Thr Asn Asn Ser Glu Thr Ser Thr Met Thr Glu Phe Val Leu 
15 20 25 

ctt ggc ttt cct ggt tgt cag gag atg caa agt ttc etc ttc tec ctg 147 
Leu Gly Phe Pro Gly Cys Gin Glu Met Gin Ser Phe Leu Phe Ser Leu 
30 35 40 

ttc ttt gtg ate tat gta ttt acc ata ata gga aat ggg acc att gtc 195 
Phe Phe Val He Tyr Val Phe Thr He He Gly Asn Gly Thr He Val 
45 50 55 

tgt get gtg aga ttg gac aaa egg ctt cat acc cca atg tat att etc 243 
Cys Ala Val Arg Leu Asp Lys Arg Leu His Thr Pro Met Tyr He Leu 
60 65 70 

eta ggg aac ttt get ttc ctt gaa ate egg gaa gtt act tec act gta 291 
Leu Gly Asn Phe Ala Phe Leu Glu He Arg Glu Val Thr Ser Thr Val 
75 80 85 90 

ccc aac atg eta gtc aac ttc etc tea gag aca aaa acc ate tct ttt 339 
Pro Asn Met Leu Val Asn Phe Leu Ser Glu Thr Lys Thr He Ser Phe 
95 100 105 

gtt ggc tgt ttc etc cag ttc tac ttt ttt act tec ctt ggt aca ata 387 
Val Gly Cys Phe Leu Gin Phe Tyr Phe Phe Thr Ser Leu Gly Thr He 
110 115 120 

gaa gca tac ttc etc tgc ate atg gca tat gat egg tac ctt get ate 435 
Glu Ala Tyr Phe Leu Cys He Met Ala Tyr Asp Arg Tyr Leu Ala He 
125 130 135 

65 



tgc cgc cca ttg cac tac cca acc ate atg acc cca caa etc tgc tac 
Cys Arg Pro Leu His Tyr Pro Thr lie Met Thr Pro Gin Leu Cys Tyr 
140 145 150 



483 



ata ttg atg tct ttt tgc tgg gtg ttt gga ttc etc agt tac tct gtc 531 
lie Leu Met Ser Phe Cys Trp Val Phe Gly Phe Leu Ser Tyr Ser Val 
155 160 165 170 

tec act gtg caa ctg tct caa ctg cct ttc tgt ggg ccc aac ate ate 579 
Ser Thr Val Gin Leu Ser Gin Leu Pro Phe Cys Gly Pro Asn lie lie 
175 180 185 

aat cac ttt ttg tgt gac atg gac cca ctg atg get ctg tec tgt gee 627 
Asn His Phe Leu Cys Asp Met Asp Pro Leu Met Ala Leu Ser Cys Ala 
190 195 200 

tea get cct ate act gag att ate ttc tat ate ctg age tec etc att 675 
Ser Ala Pro lie Thr Glu lie lie Phe Tyr lie Leu Ser Ser Leu lie 
205 210 215 

ate att etc act ctt ctg tac ate tgt ggc tec tat atg ctt tac ctg 723 
lie lie Leu Thr Leu Leu Tyr lie Cys Gly Ser Tyr Met Leu Tyr Leu 
220 225 230 

ata get gta tta aaa gtc cct tea gca get ggc cag cag aag gee ttt 771 
lie Ala Val Leu Lys Val Pro Ser Ala Ala Gly Gin Gin Lys Ala Phe 
235 240 245 250 

tec acc tgt gga tct cat ctg aca gtg gtg tgt tta ttc ttt ggg gee 819 
Ser Thr Cys Gly Ser His Leu Thr Val Val Cys Leu Phe Phe Gly Ala 
255 260 265 

eta ctg gca atg tat gtg age ccc aca act gat aac cca get gca att 867 
Leu Leu Ala Met Tyr Val Ser Pro Thr Thr Asp Asn Pro Ala Ala lie 
270 275 280 

tagaagatta taactttgtt ctattctgtg gtgaccccct tcttaaaccc cctgatttac 927 

agcttacgaa acaaagagat gaaggctgcg ttgaagaaag tcctgaggat agaatgagaa 987 

taaa 991 



<210> 46 
<211> 282 
<212> PRT 

<213> Homo sapiens 
<400> 46 

Met Val Phe Ser Val lie Ser Thr Ala Leu Glu Phe Thr Asn Asn Ser 
15 10 15 

Glu Thr Ser Thr Met Thr Glu Phe Val Leu Leu Gly Phe Pro Gly Cys 
20 25 30 

Gin Glu Met Gin Ser Phe Leu Phe Ser Leu Phe Phe Val lie Tyr Val 

66 



35 



40 



45 



Phe Thr Xle He Sly Asn G1 Thr Ilg Val Cys ^ ^ ^ 

55 60 

Lys Arg Leu His Thr Pro Met Tvr n« t T 
65 ™ Tyr Ile Leu Leu G1 Y Asn Phe Ala Phe 

/b 80 



Leu Glu Xle Arg Glu V al Thr Ser Thr Val Pro Asn Met L eu Val Asn 
85 90 95 



Phe Leu Ser Glu Thr Lys Thr Ile Ser phe Val Qly ^ ^ ^ ^ 

105 110 
Phe Tyr Phe Phe Thr Ser Leu Gly Thr Xle Olu Ala Tyr Phe Leu Cys 



125 



He Met A la Tyr A sp Arg Tyr Leu A la Xle Cys Arg Pro Leu His Tyr 

135 14Q 



Pro Thr Xle Met Thr Pro Gin Leu Cys Tyr Xle Leu Met Ser Phe Cys 

155 ^ 

Trp val Phe Gly Phe Leu Ser Tyr Ser Val Ser Thr Val Gin Leu Ser 

^ 170 

" L/U 175 

Gin Leu Pro Phe Cys Gly Pro Asn Xle Xle A sn His Phe Leu Cys A sp 

185 19Q 

Met A sp Pro Leu Met A la Leu Ser Cys A la Ser Ala Pro Xle Thr Glu 

200 2Q5 

He il. Phe Tyr Xle Leu Ser Ser Leu Xle Xle xle Leu Thr Leu Leu 

22Q 

Tyr Xle Cys Gly Ser Tyr Met Leu Tyr Leu Xle A la Val L eu Lys Val 

235 24 
Pro Ser Ala Ala Gly Gin Gin Lys Ala Phe Ser Thr Cys Gly Ser Z 

255 



250 



Leu Thr Val Val Cys Leu Phe Phe Gly Ala Leu Leu Ala Met Tyr Val 

2 65 



270 



Ser Pro Thr Thr Asp Asn Pro Ala Ala lie 
275 280 



<210> 47 
<211> 933 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (921) 



67 



<400> 47 

atg gag act gaa aac aat aca aca gtg aca gag ttc att att ttg gga 48 

Met Glu Thr Glu Asn Asn Thr Thr Val Thr Glu Phe He He Leu Gly 
15 10 15 

tta aca gac aat cct atg eta tgt gec att ttc ttc gtg ttt ttt eta 96 
Leu Thr Asp Asn Pro Met Leu Cys Ala He Phe Phe Val Phe Phe Leu 
20 25 30 

gca gtt tat ata gtt act ata ccg gga aat att age ata ate etc tta 144 
Ala Val Tyr He Val Thr He Pro Gly Asn He Ser He He Leu Leu 
35 40 45 

ate caa age age cca cag ctt cac acg eta atg tac ctt ttt etc age 192 
He Gin Ser Ser Pro Gin Leu His Thr Leu Met Tyr Leu Phe Leu Ser 
50 55 60 

cat ttg get tct gtg gac att ggg tat tec ata tea gtt acg cca ate 240 
His Leu Ala Ser Val Asp He Gly Tyr Ser He Ser Val Thr Pro He 
65 70 75 80 

att etc ate aat ttc tta aga gag aaa acg act att cct gtc aca ggc 288 
lie Leu He Asn Phe Leu Arg Glu Lys Thr Thr He Pro Val Thr Gly 
85 90 95 

tgt ata gca cag ctt ggc tct gat gtc atg ttt gga acc aca gag tgc 336 
Cys He Ala Gin Leu Gly Ser Asp Val Met Phe Gly Thr Thr Glu Cys 
100 105 110 

ttc ctg ctg gtc act atg atg get ate tgc tct ccc ctg ctt tac tec 384 
Phe Leu Leu Val Thr Met Met Ala He Cys Ser Pro Leu Leu Tyr Ser 
115 120 125 

ate caa atg ccc cca gtc gtc tgc ttc etc eta ctg gga gee tec tac 432 
He Gin Met Pro Pro Val Val Cys Phe Leu Leu Leu Gly Ala Ser Tyr 
130 135 140 

ctg ggt gga tgc ctg aac get teg tct ttt aca ggc tgt ttg atg aac 480 
Leu Gly Gly Cys Leu Asn Ala Ser Ser Phe Thr Gly Cys Leu Met Asn 
145 150 155 160 

ctg tec ttc tgc ggt cca aat aaa ate aac cac ttt ttc tgt gac etc 528 
Leu Ser Phe Cys Gly Pro Asn Lys lie Asn His Phe Phe Cys Asp Leu 
165 170 175 

ttc cca etc ttg aag ctt tct tgt ggc cat gtt tac att get gaa ata 576 
Phe Pro Leu Leu Lys Leu Ser Cys Gly His Val Tyr lie Ala Glu He 
180 185 190 

tec cct gec ate tec tgt gca tct gtc ctt ate age acg ctg ttt acc 624 
Ser Pro Ala lie Ser Cys Ala Ser Val Leu lie Ser Thr Leu Phe Thr 
195 200 205 

ata ate gtg tec tac ate tac ate ctt cac tec ate ctg aag gtg tgc 672 
lie lie Val Ser Tyr lie Tyr lie Leu His Ser lie Leu Lys Val Cys 
210 215 220 



68 



tct act gag gga agg aag aag get ttc tec acc tgc get tec cac etc 
Ser Thr Glu Gly Arg Lys Lys Ala Phe Ser Thr Cys Ala Ser His Leu 
225 230 235 240 

act gca gtc act ttg ttc tat ggg acc att ttg ttt gtt tat gtg atg 
Thr Ala Val Thr Leu Phe Tyr Gly Thr He Leu Phe Val Tyr Val Met 
245 250 255 

ccc aag tea age tat tea gcg gat cag gtc aag gtg gca ttt gtg ate 
Pro Lys Ser Ser Tyr Ser Ala Asp Gin Val Lys Val Ala Phe Val He 
260 265 270 

tac acg gtg gtg att ccc atg ctg aac ccc etc ate tac agt etc agg 
Tyr Thr Val Val He Pro Met Leu Asn Pro Leu He Tyr Ser Leu Arg 
275 280 285 

aat aag gag gtg aaa gag gee atg aga aaa ttg atg gca aga aca cat 
Asn Lys Glu Val Lys Glu Ala Met Arg Lys Leu Met Ala Arg Thr His 
290 295 300 

tgg ttt tec tgaattaaat ca 

Trp Phe Ser 

305 



<210> 48 

<211> 307 

<212> PRT 

<213> Homo sapiens 



<400> 48 
Met Glu Thr Glu 
1 

Leu Thr Asp Asn 
20 

Ala Val Tyr He 
35 

He Gin Ser Ser 
50 

His Leu Ala Ser 
65 

He Leu He Asn 



Cys He Ala Gin 
100 

Phe Leu Leu Val 
115 

He Gin Met Pro 



Asn Asn Thr Thr 
5 

Pro Met Leu Cys 



Val Thr He Pro 
40 

Pro Gin Leu His 
55 

Val Asp He Gly 
70 

Phe Leu Arg Glu 
85 

Leu Gly Ser Asp 



Thr Met Met Ala 
120 

Pro Val Val Cys 



Val Thr Glu Phe 
10 

Ala He Phe Phe 

25 

Gly Asn He Ser 



Thr Leu Met Tyr 
60 

Tyr Ser He Ser 
75 

Lys Thr Thr He 
90 

Val Met Phe Gly 
105 

He Cys Ser Pro 



Phe Leu Leu Leu 
69 



He He Leu Gly 
15 

Val Phe Phe Leu 
30 

He He Leu Leu 
45 

Leu Phe Leu Ser 



Val Thr Pro He 
80 

Pro Val Thr Gly 
95 

Thr Thr Glu Cys 
110 

Leu Leu Tyr Ser 
125 

Gly Ala Ser Tyr 



130 135 140 

Leu Gly Gly Cys Leu Asn Ala Ser Ser Phe Thr Gly Cys Leu Met Asn 
145 150 155 160 

Leu Ser Phe Cys Gly Pro Asn Lys lie Asn His Phe Phe Cys Asp Leu 
165 170 175 

Phe Pro Leu Leu Lys Leu Ser Cys Gly His Val Tyr lie Ala Glu lie 
180 185 190 

Ser Pro Ala lie Ser Cys Ala Ser Val Leu lie Ser Thr Leu Phe Thr 
195 200 205 

lie He Val Ser Tyr He Tyr He Leu His Ser He Leu Lys Val Cys 
210 215 220 

Ser Thr Glu Gly Arg Lys Lys Ala Phe Ser Thr Cys Ala Ser His Leu 
225 230 235 240 

Thr Ala Val Thr Leu Phe Tyr Gly Thr He Leu Phe Val Tyr Val Met 
245 250 255 

Pro Lys Ser Ser Tyr Ser Ala Asp Gin Val Lys Val Ala Phe Val He 
260 265 270 

Tyr Thr Val Val He Pro Met Leu Asn Pro Leu He Tyr Ser Leu Arg 
275 280 285 

Asn Lys Glu Val Lys Glu Ala Met Arg Lys Leu Met Ala Arg Thr His 
290 295 300 

Trp Phe Ser 
305 



<210> 49 
<211> 980 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (21) . . (968) 

<400> 49 

atgaatttcc aaactctgac atg get cct gaa aat ttc acc agg gtc act gag 53 

Met Ala Pro Glu Asn Phe Thr Arg Val Thr Glu 
15 10 

ttt att ctt aca ggt gtc tct age tgt cca gag etc cag att ccc etc 101 
Phe He Leu Thr Gly Val Ser Ser Cys Pro Glu Leu Gin He Pro Leu 
15 20 25 

ttc ctg gtc ttt ctg gtg etc tat ggg ctg acc atg gca ggg aac ctg 149 
Phe Leu Val Phe Leu Val Leu Tyr Gly Leu Thr Met Ala Gly Asn Leu 



70 



30 



35 



40 



ggc ate ate acc etc ace agt gtt gac tct cga ctt caa ace ccc atg 197 

Gly lie lie Thr Leu Thr Ser Val Asp Ser Arg Leu Gin Thr Pro Met 
45 50 55 

tac ttt ttc ctg caa cat ctg get etc att aat ctt ggt aac tct act 245 

Tyr Phe Phe Leu Gin His Leu Ala Leu lie Asn Leu Gly Asn Ser Thr 
60 65 70 75 

gtc att gee cct aaa atg ctg att aac ttt tta gta aag aag aaa act 293 

Val lie Ala Pro Lys Met Leu lie Asn Phe Leu Val Lys Lys Lys Thr 
80 85 90 

acc tea ttc tat gaa tgt gee acc caa ctg gga ggg ttc ttg ttc ttt 341 

Thr Ser Phe Tyr Glu Cys Ala Thr Gin Leu Gly Gly Phe Leu Phe Phe 
95 100 105 

att gta teg gag gta ate atg ctg get ttg atg gee tgt gac cgc tat 389 

lie Val Ser Glu Val lie Met Leu Ala Leu Met Ala Cys Asp Arg Tyr 

110 115 120 

gtg get att tgt aac cct ctg ctg tac atg gtg gtg gtg tct egg egg 437 

Val Ala lie Cys Asn Pro Leu Leu Tyr Met Val Val Val Ser Arg Arg 
125 130 135 

etc tgc etc ctg ctg gtc tec etc aca tac etc tat ggc ttt tct aca 485 

Leu Cys Leu Leu Leu Val Ser Leu Thr Tyr Leu Tyr Gly Phe Ser Thr 
140 145 150 155 

get att gtg gtt tea tct tat gta ttc tct gtg tct tat tgc tct tct 533 

Ala lie Val Val Ser Ser Tyr Val Phe Ser Val Ser Tyr Cys Ser Ser 
160 165 170 

aat ata ate aat cat ttt tac tgt gat aat gtt cct ctg tta gca tta 581 

Asn lie lie Asn His Phe Tyr Cys Asp Asn Val Pro Leu Leu Ala Leu 
175 180 185 

tct tgc tct gat act tac tta cca gaa aca gtt gtc ttt ata tct gca 629 
Ser Cys Ser Asp Thr Tyr Leu Pro Glu Thr Val Val Phe lie Ser Ala 

190 195 200 

gca aca aat gtg gtt ggt tec ttg att ata gtt eta gta tct tat ttc 677 

Ala Thr Asn Val Val Gly Ser Leu lie lie Val Leu Val Ser Tyr Phe 
205 210 215 

aat att gtt ttg tct att tta aaa ata tgt tea tea gaa gga agg aaa 725 
Asn lie Val Leu Ser lie Leu Lys lie Cys Ser Ser Glu Gly Arg Lys 
220 225 230 235 

aaa gee ttt tct acc tgt get tea cat atg atg gca gtc aca att ttt 773 

Lys Ala Phe Ser Thr Cys Ala Ser His Met Met Ala Val Thr lie Phe 
240 245 250 

tat ggg aca ttg eta ttc atg tat gtg cag ccc cga agt aac cat tea 821 

Tyr Gly Thr Leu Leu Phe Met Tyr Val Gin Pro Arg Ser Asn His Ser 
255 260 265 

71 



ttg gat act gat gat aag atg get tct gtg ttt tac acg ttg gta att 869 
Leu Asp Thr Asp Asp Lys Met Ala Ser Val Phe Tyr Thr Leu Val lie 
270 275 280 



cct atg ctg aat ccc ttg ate tac age ctg agg aat aag gat gtg aag 917 
Pro Met Leu Asn Pro Leu lie Tyr Ser Leu Arg Asn Lys Asp Val Lys 
285 290 295 

act get eta cag aga ttc atg aca aat ctg tgc tat tec ttt aaa aca 965 
Thr Ala Leu Gin Arg Phe Met Thr Asn Leu Cys Tyr Ser Phe Lys Thr 
300 305 310 315 

atg taattttaaa ca 980 
Met 



<210> 50 

<211> 316 

<212> PRT 

<213> Homo sapiens 

<400> 50 

Met Ala Pro Glu Asn Phe Thr Arg Val Thr Glu Phe He Leu Thr Gly 
1 5 10 15 

Val Ser Ser Cys Pro Glu Leu Gin He Pro Leu Phe Leu Val Phe Leu 
20 25 30 

Val Leu Tyr Gly Leu Thr Met Ala Gly Asn Leu Gly He He Thr Leu 
35 40 45 

Thr Ser Val Asp Ser Arg Leu Gin Thr Pro Met Tyr Phe Phe Leu Gin 
50 55 60 

His Leu Ala Leu He Asn Leu Gly Asn Ser Thr Val He Ala Pro Lys 
65 70 75 80 

Met Leu He Asn Phe Leu Val Lys Lys Lys Thr Thr Ser Phe Tyr Glu 
85 90 95 

Cys Ala Thr Gin Leu Gly Gly Phe Leu Phe Phe He Val Ser Glu Val 
100 105 110 

He Met Leu Ala Leu Met Ala Cys Asp Arg Tyr Val Ala He Cys Asn 
115 120 125 

Pro Leu Leu Tyr Met Val Val Val Ser Arg Arg Leu Cys Leu Leu Leu 
130 135 140 

Val Ser Leu Thr Tyr Leu Tyr Gly Phe Ser Thr Ala He Val Val Ser 
145 150 155 160 

Ser Tyr Val Phe Ser Val Ser Tyr Cys Ser Ser Asn He He Asn His 
165 170 175 



Phe Tyr Cys Asp Asn Val Pro Leu Leu Ala Leu Ser Cys Ser Asp Thr 

72 



180 



185 



190 



Tyr Leu Pro Glu 
195 

Gly Ser Leu lie 
210 

lie Leu Lys lie 
225 

Cys Ala Ser His 



Phe Met Tyr Val 
260 

Lys Met Ala Ser 
275 

Leu lie Tyr Ser 
290 

Phe Met Thr Asn 
305 



Thr Val Val Phe 
200 

He Val Leu Val 
215 

Cys Ser Ser Glu 
230 

Met Met Ala Val 
245 

Gin Pro Arg Ser 



Val Phe Tyr Thr 
280 

Leu Arg Asn Lys 
295 

Leu Cys Tyr Ser 
310 



He Ser Ala Ala 



Ser Tyr Phe Asn 
220 

Gly Arg Lys Lys 
235 

Thr He Phe Tyr 
250 

Asn His Ser Leu 
265 

Leu Val He Pro 



Asp Val Lys Thr 
300 

Phe Lys Thr Met 
315 



Thr Asn Val Val 
205 

He Val Leu Ser 



Ala Phe Ser Thr 
240 

Gly Thr Leu Leu 
255 

Asp Thr Asp Asp 
270 

Met Leu Asn Pro 
285 

Ala Leu Gin Arg 



<210> 51 

<211> 980 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (21) . . (968) 

<400> 51 

atgaatttcc aaactctgac atg get cct gaa aat ttc acc agg gtc act gag 53 

Met Ala Pro Glu Asn Phe Thr Arg Val Thr Glu 
15 10 

ttt att ctt aca ggt gtc tct age tgt cca gag etc cag att ccc etc 101 
Phe He Leu Thr Gly Val Ser Ser Cys Pro Glu Leu Gin lie Pro Leu 
15 20 25 

ttc ctg gtc ttt ctg gtg etc tat ggg ctg acc atg gca ggg aac ctg 149 
Phe Leu Val Phe Leu Val Leu Tyr Gly Leu Thr Met Ala Gly Asn Leu 
30 35 40 

ggc ate ate acc etc acc agt gtt gac tct cga ctt caa acc ccc atg 197 
Gly He He Thr Leu Thr Ser Val Asp Ser Arg Leu Gin Thr Pro Met 
45 50 55 

tac ttt ttc ctg caa cat ctg get etc att aat ctt ggt aac tct act 245 
Tyr Phe Phe Leu Gin His Leu Ala Leu He Asn Leu Gly Asn Ser Thr 
60 65 70 75 
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gtc att gcc cct aaa atg ctg att aac ttt tta gta aag aag aaa act 293 
Val lie Ala Pro Lys Met Leu lie Asn Phe Leu Val Lys Lys Lys Thr 
80 85 90 

acc tea ttc tat gaa tgt gcc acc caa ctg gga ggg ttc ttg ttc ttt 341 
Thr Ser Phe Tyr Glu Cys Ala Thr Gin Leu Gly Gly Phe Leu Phe Phe 
95 100 105 

att gta teg gag gta ate atg ctg get ttg atg gcc tgt gac cgc tat 389 
lie Val Ser Glu Val lie Met Leu Ala Leu Met Ala Cys Asp Arg Tyr 
110 115 120 

gtg get att tgt aac cct ctg ctg tac atg gtg gtg gtg tct egg egg 437 
Val Ala lie Cys Asn Pro Leu Leu Tyr Met Val Val Val Ser Arg Arg 
125 130 135 

etc tgc etc ctg ctg gtc tec etc aca tac etc tat ggc ttt tct aca 485 
Leu Cys Leu Leu Leu Val Ser Leu Thr Tyr Leu Tyr Gly Phe Ser Thr 
140 145 150 155 

get att gtg gtt tea tct tat gta ttc tct gtg tct tat tgc tct tct 533 
Ala lie Val Val Ser Ser Tyr Val Phe Ser Val Ser Tyr Cys Ser Ser 
160 165 170 

aat ata ate aat cat ttt tac tgt gat aat gtt cct ctg tta gca tta 581 
Asn lie lie Asn His Phe Tyr Cys Asp Asn Val Pro Leu Leu Ala Leu 
175 180 185 

tct tgc tct gat act tac tta cca gaa aca gtt gtc ttt ata tct gca 629 
Ser Cys Ser Asp Thr Tyr Leu Pro Glu Thr Val Val Phe lie Ser Ala 
190 195 200 

gca aca aat gtg gtt ggt tec ttg att ata gtt eta gta tct tat ttc 677 
Ala Thr Asn Val Val Gly Ser Leu lie lie Val Leu Val Ser Tyr Phe 
205 210 215 

aat att gtt ttg tct att tta aaa ata tgt tea tea gaa gga agg aaa 725 
Asn lie Val Leu Ser He Leu Lys He Cys Ser Ser Glu Gly Arg Lys 
220 225 230 235 

aaa gcc ttt tct acc tgt get tea cat atg atg gca gtc aca att ttt 773 
Lys Ala Phe Ser Thr Cys Ala Ser His Met Met Ala Val Thr He Phe 
240 245 250 

tat ggg aca ttg eta ttc atg tat gtg cag ccc cga agt aac cat tea 821 
Tyr Gly Thr Leu Leu Phe Met Tyr Val Gin Pro Arg Ser Asn His Ser 
255 260 265 

ttg gat act gat gat aag atg get tct gtg ttt tac acg ttg gta att 869 
Leu Asp Thr Asp Asp Lys Met Ala Ser Val Phe Tyr Thr Leu Val He 
270 275 280 

cct atg ctg aat ccc ttg ate tac age ctg agg aat aag gat gtg aag 917 
Pro Met Leu Asn Pro Leu He Tyr Ser Leu Arg Asn Lys Asp Val Lys 
285 290 295 
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act get eta cag aga ttc atg aca aat ctg tgc tat tec ttt aaa aca 965 
Thr Ala Leu Gin Arg Phe Met Thr Asn Leu Cys Tyr Ser Phe Lys Thr 
300 305 310 315 

atg taattttaaa ca 980 
Met 



<210> 52 
<211> 316 
<212> PRT 

<213> Homo sapiens 
<400> 52 

Met Ala Pro Glu Asn Phe Thr Arg Val Thr Glu Phe lie Leu Thr Gly 
15 10 15 

Val Ser Ser Cys Pro Glu Leu Gin lie Pro Leu Phe Leu Val Phe Leu 
20 25 30 

Val Leu Tyr Gly Leu Thr Met Ala Gly Asn Leu Gly He He Thr Leu 
35 40 45 

Thr Ser Val Asp Ser Arg Leu Gin Thr Pro Met Tyr Phe Phe Leu Gin 
50 55 60 

His Leu Ala Leu He Asn Leu Gly Asn Ser Thr Val He Ala Pro Lys 
65 70 75 80 

Met Leu He Asn Phe Leu Val Lys Lys Lys Thr Thr Ser Phe Tyr Glu 
85 90 95 

Cys Ala Thr Gin Leu Gly Gly Phe Leu Phe Phe He Val Ser Glu Val 
100 105 110 

lie Met Leu Ala Leu Met Ala Cys Asp Arg Tyr Val Ala He Cys Asn 
115 120 125 

Pro Leu Leu Tyr Met Val Val Val Ser Arg Arg Leu Cys Leu Leu Leu 
130 135 140 

Val Ser Leu Thr Tyr Leu Tyr Gly Phe Ser Thr Ala He Val Val Ser 
145 150 155 160 

Ser Tyr Val Phe Ser Val Ser Tyr Cys Ser Ser Asn He He Asn His 
165 170 175 

Phe Tyr Cys Asp Asn Val Pro Leu Leu Ala Leu Ser Cys Ser Asp Thr 
180 185 190 

Tyr Leu Pro Glu Thr Val Val Phe lie Ser Ala Ala Thr Asn Val Val 
195 200 205 

Gly Ser Leu lie lie Val Leu Val Ser Tyr Phe Asn He Val Leu Ser 
210 215 220 



lie Leu Lys lie Cys Ser Ser Glu Gly Arg Lys Lys Ala Phe Ser Thr 

75 



225 

Cys Ala Ser His 



Phe Met Tyr Val 
260 

Lys Met Ala Ser 
275 

Leu He Tyr Ser 
290 

Phe Met Thr Asn 
305 



230 

Met Met Ala Val 
245 

Gin Pro Arg Ser 



Val Phe Tyr Thr 
280 

Leu Arg Asn Lys 
295 

Leu Cys Tyr Ser 
310 



235 

Thr He Phe Tyr 
250 

Asn His Ser Leu 
265 

Leu Val He Pro 



Asp Val Lys Thr 
300 

Phe Lys Thr Met 
315 



240 

Gly Thr Leu Leu 
255 

Asp Thr Asp Asp 
270 

Met Leu Asn Pro 
285 

Ala Leu Gin Arg 



<210> 53 

<211> 958 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (3) . . (953) 

<400> 53 

ct atg gag cag age aat tat tec gtg tat gec gac ttt ate ctt ctg 47 

Met Glu Gin Ser Asn Tyr Ser Val Tyr Ala Asp Phe He Leu Leu 
15 10 15 

ggt ttg ttc age aac gee cgt ttc ccc tgg ctt etc ttt gee etc att 95 
Gly Leu Phe Ser Asn Ala Arg Phe Pro Trp Leu Leu Phe Ala Leu He 
20 25 30 

etc ctg gtc ttt gtg acc tec ata gee age aac gtg gtc aag ate att 143 
Leu Leu Val Phe Val Thr Ser He Ala Ser Asn Val Val Lys lie lie 
35 40 45 

etc ate cac ata gac tec cgc etc cac acc ccc atg tac ttc ctg etc 191 
Leu lie His lie Asp Ser Arg Leu His Thr Pro Met Tyr Phe Leu Leu 
50 55 60 

age cag etc tec etc agg gac ate ttg tat att tec acc att gtg ccc 239 
Ser Gin Leu Ser Leu Arg Asp lie Leu Tyr lie Ser Thr lie Val Pro 
65 70 75 

aaa atg ctg gtc gac cag gtg atg age cag aga gee att tec ttt gca 287 
Lys Met Leu Val Asp Gin Val Met Ser Gin Arg Ala He Ser Phe Ala 
80 85 90 95 

gga tgc act gee caa cac ttc etc tac ttg acc tta gca ggg get gag 33 5 
Gly Cys Thr Ala Gin His Phe Leu Tyr Leu Thr Leu Ala Gly Ala Glu 
100 105 110 
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ttc ttc etc eta gga etc atg tec tgt gat cgc tac gta gee ate tgc 383 
Phe Phe Leu Leu Gly Leu Met Ser Cys Asp Arg Tyr Val Ala lie Cys 
115 120 125 

aac cct ctg cac tat cct gac etc atg age cgc aag ate tgc tgg ttg 431 
Asn Pro Leu His Tyr Pro Asp Leu Met Ser Arg Lys lie Cys Trp Leu 
130 135 140 

att gtg gcg gca gee tgg ctg gga ggg tct ate gat ggt ttc ttg etc 479 
He Val Ala Ala Ala Trp Leu Gly Gly Ser He Asp Gly Phe Leu Leu 
145 150 155 

acc ccc gtc ace atg cag ttc ccc ttc tgt gec tct egg gag ate aac 527 
Thr Pro Val Thr Met Gin Phe Pro Phe Cys Ala Ser Arg Glu He Asn 
160 165 170 175 

cac ttc ttc tgc gag gtg cct gec ctt ctg aag etc tec tgc acg gac 575 
His Phe Phe Cys Glu Val Pro Ala Leu Leu Lys Leu Ser Cys Thr Asp 
180 185 190 

aca tea gec tac gag aca gec atg tat gtc tgc tgt att atg atg etc 623 
Thr Ser Ala Tyr Glu Thr Ala Met Tyr Val Cys Cys He Met Met Leu 
195 200 205 

etc ate cct ttc tct gtg ate teg ggc tct tac aca aga att etc att 671 
Leu He Pro Phe Ser Val He Ser Gly Ser Tyr Thr Arg He Leu He 
210 215 220 

act gtt tat agg atg age gag gca gag ggg agg cga aag get gtg gec 719 
Thr Val Tyr Arg Met Ser Glu Ala Glu Gly Arg Arg Lys Ala Val Ala 
225 230 235 

acc tgc tec tea cac atg gtg gtt gtc age etc ttc tat ggg get gec 767 
Thr Cys Ser Ser His Met Val Val Val Ser Leu Phe Tyr Gly Ala Ala 
240 245 250 255 

atg tac aca tac gtg ctg cct cat tct tac cac acc cct gag cag gac 815 
Met Tyr Thr Tyr Val Leu Pro His Ser Tyr His Thr Pro Glu Gin Asp 
260 265 270 



aaa get gta tct gee ttc tac acc ate etc act ccc atg etc aat cca 
Lys Ala Val Ser Ala Phe Tyr Thr He Leu Thr Pro Met Leu Asn Pro 
275 280 285 



gtt gtt ggg agg tgt gtg tec tea gga aag gta acc act ttc taaac 
Val Val Gly Arg Cys Val Ser Ser Gly Lys Val Thr Thr Phe 
305 310 315 



863 



etc att tac age ctt agg aac aag gat gtc acg ggg gee eta cag aag 911 
Leu He Tyr Ser Leu Arg Asn Lys Asp Val Thr Gly Ala Leu Gin Lys 
290 295 300 



958 



<210> 54 

<211> 317 

<212> PRT 

<213> Homo sapiens 
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<400> 54 

Met Glu Gin Ser Asn Tyr Ser Val Tyr Ala Asp Phe lie Leu Leu Gly 
15 10 15 

Leu Phe Ser Asn Ala Arg Phe Pro Trp Leu Leu Phe Ala Leu lie Leu 
20 25 30 

Leu Val Phe Val Thr Ser lie Ala Ser Asn Val Val Lys lie lie Leu 
35 40 45 

lie His lie Asp Ser Arg Leu His Thr Pro Met Tyr Phe Leu Leu Ser 
50 55 60 

Gin Leu Ser Leu Arg Asp lie Leu Tyr lie Ser Thr lie Val Pro Lys 
65 70 75 80 

Met Leu Val Asp Gin Val Met Ser Gin Arg Ala lie Ser Phe Ala Gly 
85 90 95 

Cys Thr Ala Gin His Phe Leu Tyr Leu Thr Leu Ala Gly Ala Glu Phe 
100 105 110 

Phe Leu Leu Gly Leu Met Ser Cys Asp Arg Tyr Val Ala lie Cys Asn 
115 120 125 

Pro Leu His Tyr Pro Asp Leu Met Ser Arg Lys lie Cys Trp Leu lie 
130 135 140 

Val Ala Ala Ala Trp Leu Gly Gly Ser lie Asp Gly Phe Leu Leu Thr 
145 150 155 160 

Pro Val Thr Met Gin Phe Pro Phe Cys Ala Ser Arg Glu lie Asn His 
165 170 175 

Phe Phe Cys Glu Val Pro Ala Leu Leu Lys Leu Ser Cys Thr Asp Thr 
180 185 190 

Ser Ala Tyr Glu Thr Ala Met Tyr Val Cys Cys lie Met Met Leu Leu 
195 200 205 

lie Pro Phe Ser Val He Ser Gly Ser Tyr Thr Arg He Leu He Thr 
210 215 220 

Val Tyr Arg Met Ser Glu Ala Glu Gly Arg Arg Lys Ala Val Ala Thr 
225 230 235 240 

Cys Ser Ser His Met Val Val Val Ser Leu Phe Tyr Gly Ala Ala Met 
245 250 255 

Tyr Thr Tyr Val Leu Pro His Ser Tyr His Thr Pro Glu Gin Asp Lys 
260 265 270 



Ala Val Ser Ala Phe Tyr Thr He Leu Thr Pro Met Leu Asn Pro Leu 
275 280 285 



He Tyr Ser Leu Arg Asn Lys Asp Val Thr Gly Ala Leu Gin Lys Val 
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290 295 300 

Val Gly Arg Cys Val Ser Ser Gly Lys Val Thr Thr Phe 
305 310 315 



<210> 55 
<211> 963 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (11) . . (955) 



<400> 55 

gtgaaacctc atg gcc aac ate acc tgg atg gec aac cac act gga aag 

Met Ala Asn lie Thr Trp Met Ala Asn His Thr Gly Lys 
15 10 



ttg gat ttc ate etc atg gga etc ttc aga cga tec aaa cat cca get 

Leu Asp Phe lie Leu Met Gly Leu Phe Arg Arg Ser Lys His Pro Ala 

15 20 25 

eta ctt agt gtg gtc ate ttt gtg gtt ttc ctg atg gcg ttg tct gaa 

Leu Leu Ser Val Val lie Phe Val Val Phe Leu Met Ala Leu Ser Glu 

30 35 40 45 

aat get gtc ctg ate ctt ctg ata cac tgt gac acc tac etc cac acc 

Asn Ala Val Leu lie Leu Leu lie His Cys Asp Thr Tyr Leu His Thr 

50 55 60 

ccc atg tac ttt ttc ate agt caa ttg tct etc atg gac atg gcg tac 

Pro Met Tyr Phe Phe He Ser Gin Leu Ser Leu Met Asp Met Ala Tyr 

6 5 7 0 7 5 



att tct gtc act gtg ccc aag atg etc ctg gac cag gtc atg ggt gtg 
He Ser Val Thr Val Pro Lys Met Leu Leu Asp Gin Val Met Gly Val 
80 85 90 



aat aag ate tea gcc cct gag tgt ggg atg cag atg ttc etc tat ctg 
Asn Lys He Ser Ala Pro Glu Cys Gly Met Gin Met Phe Leu Tyr Leu 
95 100 105 



aca eta gca ggt teg gaa ttt ttc ctt eta gcc acc atg gcc tat gac 
Thr Leu Ala Gly Ser Glu Phe Phe Leu Leu Ala Thr Met Ala Tyr Asp 
110 115 120 125 



cgc tac gtg gcc ate tgc cat cct etc cgt tac cct gtc etc atg aac 
Arg Tyr Val Ala He Cys His Pro Leu Arg Tyr Pro Val Leu Met Asn 
130 13 5 140 



cat agg gtc tgt ctt ttc ctg gca teg ggc tgc tgg ttc ctg ggc tea 
His Arg Val Cys Leu Phe Leu Ala Ser Gly Cys Trp Phe Leu Gly Ser 
145 150 155 
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gtg gat ggc ttc atg etc act ccc ate acc atg age ttc ccc ttc tgc 
Val Asp Gly Phe Met Leu Thr Pro lie Thr Met Ser Phe Pro Phe Cys 
160 165 170 



aga tec tgg gag att cat cat ttc ttc tgt gaa gtc cct get gta acg 
Arg Ser Trp Glu He His His Phe Phe Cys Glu Val Pro Ala Val Thr 
175 180 185 

ate ctg tec tgc tea gac acc tea etc tat gag acc etc atg tac eta 
He Leu Ser Cys Ser Asp Thr Ser Leu Tyr Glu Thr Leu Met Tyr Leu 
190 195 200 205 

tgc tgt gtc etc atg etc etc ate cct gtg acg ate att tea age tec 
Cys Cys Val Leu Met Leu Leu He Pro Val Thr He He Ser Ser Ser 
210 215 220 

tat tta etc ate etc etc acc ate cac agg atg aac tea gca gag ggc 
Tyr Leu Leu He Leu Leu Thr He His Arg Met Asn Ser Ala Glu Gly 
225 230 235 

egg aaa aag gee ttt gee acc tgc tec tec cac ctg act gtg gtc ate 
Arg Lys Lys Ala Phe Ala Thr Cys Ser Ser His Leu Thr Val Val He 
240 245 250 

etc ttc tat ggg get gee gtc tac acc tac atg etc ccc age tec tac 
Leu Phe Tyr Gly Ala Ala Val Tyr Thr Tyr Met Leu Pro Ser Ser Tyr 
255 260 265 

cac acc cct gag aag gac atg atg gta tct gtc ttc tat acc ate etc 
His Thr Pro Glu Lys Asp Met Met Val Ser Val Phe Tyr Thr lie Leu 
270 275 280 285 

act ccg gtg ctg aac cct tta ate tat agt ctt agg aat aag gat gtc 
Thr Pro Val Leu Asn Pro Leu lie Tyr Ser Leu Arg Asn Lys Asp Val 
290 295 300 

at 9 999 get ctg aag aaa atg tta act gtg aga ttc gtc ctt taggaaat 
Met Gly Ala Leu Lys Lys Met Leu Thr Val Arg Phe Val Leu 
305 310 315 



<210> 56 
<211> 315 
<212> PRT 

<213> Homo sapiens 
<400> 56 

Met Ala Asn lie Thr Trp Met Ala Asn His Thr Gly Lys Leu Asp Phe 
15 10 15 

lie Leu Met Gly Leu Phe Arg Arg Ser Lys His Pro Ala Leu Leu Ser 
20 25 30 

Val Val lie Phe Val Val Phe Leu Met Ala Leu Ser Glu Asn Ala Val 
35 40 45 

Leu lie Leu Leu lie His Cys Asp Thr Tyr Leu His Thr Pro Met Tyr 

80 



50 55 60 

Phe Phe lie Ser Gin Leu Ser Leu Met Asp Met Ala Tyr lie Ser Val 
65 70 75 80 

Thr Val Pro Lys Met Leu Leu Asp Gin Val Met Gly Val Asn Lys lie 
85 90 95 

Ser Ala Pro Glu Cys Gly Met Gin Met Phe Leu Tyr Leu Thr Leu Ala 
100 105 110 

Gly Ser Glu Phe Phe Leu Leu Ala Thr Met Ala Tyr Asp Arg Tyr Val 
115 120 125 

Ala lie Cys His Pro Leu Arg Tyr Pro Val Leu Met Asn His Arg Val 
130 135 140 

Cys Leu Phe Leu Ala Ser Gly Cys Trp Phe Leu Gly Ser Val Asp Gly 
145 150 155 160 

Phe Met Leu Thr Pro lie Thr Met Ser Phe Pro Phe Cys Arg Ser Trp 
165 170 175 

Glu lie His His Phe Phe Cys Glu Val Pro Ala Val Thr lie Leu Ser 
180 185 190 

Cys Ser Asp Thr Ser Leu Tyr Glu Thr Leu Met Tyr Leu Cys Cys Val 
195 200 205 

Leu Met Leu Leu lie Pro Val Thr lie lie Ser Ser Ser Tyr Leu Leu 
210 215 220 

lie Leu Leu Thr lie His Arg Met Asn Ser Ala Glu Gly Arg Lys Lys 
225 230 235 240 

Ala Phe Ala Thr Cys Ser Ser His Leu Thr Val Val lie Leu Phe Tyr 
245 250 255 

Gly Ala Ala Val Tyr Thr Tyr Met Leu Pro Ser Ser Tyr His Thr Pro 
260 265 270 

Glu Lys Asp Met Met Val Ser Val Phe Tyr Thr He Leu Thr Pro Val 
275 280 285 

Leu Asn Pro Leu He Tyr Ser Leu Arg Asn Lys Asp Val Met Gly Ala 
290 295 300 

Leu Lys Lys Met Leu Thr Val Arg Phe Val Leu 
305 310 315 



<210> 57 

<211> 995 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> CDS 

<222> (5) . . (940) 

<400> 57 

ctac atg gaa gca gaa aac ctt aca gaa tta tea aaa ttt etc etc ctg 49 
Met Glu Ala Glu Asn Leu Thr Glu Leu Ser Lys Phe Leu Leu Leu 
15 10 15 

gga etc tea gat gat cct gaa ctg cag ccc gtc etc ttt ggg ctg ttc 97 
Gly Leu Ser Asp Asp Pro Glu Leu Gin Pro Val Leu Phe Gly Leu Phe 
20 25 30 

ctg tec atg tac ctg gtc acg gtg ctg ggg aac ctg etc ate att ctg 145 
Leu Ser Met Tyr Leu Val Thr Val Leu Gly Asn Leu Leu lie lie Leu 
35 40 45 

gee gtc age tct gac tec cac etc cac acc ccc atg tac ttc ttc etc 193 
Ala Val Ser Ser Asp Ser His Leu His Thr Pro Met Tyr Phe Phe Leu 
50 55 60 

tec aac ctg tec ttt gtt gac ate tgt ttc ate tec acc aca gtc ccc 241 
Ser Asn Leu Ser Phe Val Asp lie Cys Phe lie Ser Thr Thr Val Pro 
65 70 75 

aag atg eta gtg age ate cag gca egg age aaa gac ate tec tac atg 289 
Lys Met Leu Val Ser lie Gin Ala Arg Ser Lys Asp lie Ser Tyr Met 
80 85 90 95 

ggg tgc etc act cag gtg tat ttt tta atg atg ttt get gga atg gat 337 
Gly Cys Leu Thr Gin Val Tyr Phe Leu Met Met Phe Ala Gly Met Asp 
100 105 110 

act ttc eta ctg gee gtg atg gee tat gac egg ttt gtg gee ate tgc 385 
Thr Phe Leu Leu Ala Val Met Ala Tyr Asp Arg Phe Val Ala lie Cys 
115 12 0 *" 12 5 

cac cca ctg cac tac acg gtc ate atg aac ccc tgc etc tgt ggc etc 433 
His Pro Leu His Tyr Thr Val lie Met Asn Pro Cys Leu Cys Gly Leu 
130 135 140 

ctg gtt ctg gca tct tgg ttc ate att ttc tgg ttc tec ctg gtt cat 481 
Leu Val Leu Ala Ser Trp Phe lie lie Phe Trp Phe Ser Leu Val His 
145 150 155 

att eta ctg atg aag agg ttg acc ttc tec aca ggc act gag att ccg 529 
lie Leu Leu Met Lys Arg Leu Thr Phe Ser Thr Gly Thr Glu lie Pro 
160 165 170 175 

cat ttc ttc tgt gaa ccg get cag gtc etc aag gtg gee tgc tct aac 577 
His Phe Phe Cys Glu Pro Ala Gin Val Leu Lys Val Ala Cys Ser Asn 
180 185 190 

acc etc etc aat aac att gtc ttg tat gtg gee acg gca ctg ctg ggt 625 
Thr Leu Leu Asn Asn lie Val Leu Tyr Val Ala Thr Ala Leu Leu Gly 
195 200 205 
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gtg ttt cct gta get ggg ate etc ttc tec tac tct cag att gtc tec 673 
Val Phe Pro Val Ala Gly lie Leu Phe Ser Tyr Ser Gin lie Val Ser 
210 215 220 



tec tta atg gga atg tec tec ace aag ggc aag tac aaa gec ttt tec 721 
Ser Leu Met Gly Met Ser Ser Thr Lys Gly Lys Tyr Lys Ala Phe Ser 
225 230 235 

acc tgt gga tct cac etc tgt gtg gtc tec ttg ttc tat gga aca gga 769 
Thr Cys Gly Ser His Leu Cys Val Val Ser Leu Phe Tyr Gly Thr Gly 
240 245 250 255 

ctt ggg gtc tat ctg agt tct get gtg acc cat tct tec cag age age 817 
Leu Gly Val Tyr Leu Ser Ser Ala Val Thr His Ser Ser Gin Ser Ser 
260 265 270 

tec acc gec tea gtg atg tac gee atg gtc acc ccc atg ctg aac ccc 865 
Ser Thr Ala Ser Val Met Tyr Ala Met Val Thr Pro Met Leu Asn Pro 
275 280 285 

ttc ate tac age ctg agg aac aag gat gtg aag ggg gee ctg gaa aga 913 
Phe lie Tyr Ser Leu Arg Asn Lys Asp Val Lys Gly Ala Leu Glu Arg 
290 295 300 

etc etc age agg gee gac tct tgt cca tgacaaatca gggectcaga 960 
Leu Leu Ser Arg Ala Asp Ser Cys Pro 
305 310 

actaagagga cacactgcgt acccctaagg caaat 995 



<210> 58 
<211> 312 
<212> PRT 

<213> Homo sapiens 
<400> 58 

Met Glu Ala Glu Asn Leu Thr Glu Leu Ser Lys Phe Leu Leu Leu Gly 
15 10 15 

Leu Ser Asp Asp Pro Glu Leu Gin Pro Val Leu Phe Gly Leu Phe Leu 
20 25 30 

Ser Met Tyr Leu Val Thr Val Leu Gly Asn Leu Leu lie lie Leu Ala 
35 40 45 

Val Ser Ser Asp Ser His Leu His Thr Pro Met Tyr Phe Phe Leu Ser 
50 55 60 

Asn Leu Ser Phe Val Asp He Cys Phe He Ser Thr Thr Val Pro Lys 
65 70 75 80 

Met Leu Val Ser He Gin Ala Arg Ser Lys Asp He Ser Tyr Met Gly 
85 90 95 

Cys Leu Thr Gin Val Tyr Phe Leu Met Met Phe Ala Gly Met Asp Thr 
100 105 110 
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Phe Leu Leu Ala Val Met Ala Tyr Asp Arg Phe Val Ala lie Cys His 
115 120 125 



Pro Leu His Tyr Thr Val 
130 

Val Leu Ala Ser Trp Phe 

145 150 

Leu Leu Met Lys Arg Leu 
165 

Phe Phe Cys Glu Pro Ala 
180 

Leu Leu Asn Asn lie Val 
195 

Phe Pro Val Ala Gly lie 
210 

Leu Met Gly Met Ser Ser 
225 230 

Cys Gly Ser His Leu Cys 
245 

Gly Val Tyr Leu Ser Ser 
260 

Thr Ala Ser Val Met Tyr 
275 

lie Tyr Ser Leu Arg Asn 
290 

Leu Ser Arg Ala Asp Ser 
305 310 



lie Met Asn Pro Cys 
135 

lie lie Phe Trp Phe 
155 

Thr Phe Ser Thr Gly 
170 

Gin Val Leu Lys Val 
185 

Leu Tyr Val Ala Thr 
200 

Leu Phe Ser Tyr Ser 
215 

Thr Lys Gly Lys Tyr 
235 

Val Val Ser Leu Phe 
250 

Ala Val Thr His Ser 
265 

Ala Met Val Thr Pro 
280 

Lys Asp Val Lys Gly 
295 

Cys Pro 



Leu Cys Gly Leu Leu 
140 

Ser Leu Val His lie 
160 

Thr Glu lie Pro His 
175 

Ala Cys Ser Asn Thr 
190 

Ala Leu Leu Gly Val 
205 

Gin lie Val Ser Ser 
220 

Lys Ala Phe Ser Thr 
240 

Tyr Gly Thr Gly Leu 
255 

Ser Gin Ser Ser Ser 
270 

Met Leu Asn Pro Phe 
285 

Ala Leu Glu Arg Leu 
300 



<210> 59 

<211> 963 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (9) . . (920) 

<400> 59 

ttgatgat atg gaa aga gca aac cat tea gtg gta teg gaa ttt att ttg 50 
Met Glu Arg Ala Asn His Ser Val Val Ser Glu Phe lie Leu 
15 10 



ttg gga ctt tec aaa tct caa aat ctt cag att tta ttc ttc ttg gga 98 

84 



Leu Gly Leu Ser Lys Ser Gin Asn Leu Gin lie Leu Phe Phe Leu Gly 
15 20 25 30 



ttc tct gtg gtc ttc gtg ggg att gtg tta gga aac ctg etc ate ttg 146 
Phe Ser Val Val Phe Val Gly lie Val Leu Gly Asn Leu Leu lie Leu 
35 40 45 

gtg act gtg acc ttt gat teg etc ctt cac aca cca atg tat ttt ctg 194 
Val Thr Val Thr Phe Asp Ser Leu Leu His Thr Pro Met Tyr Phe Leu 
50 55 60 

ctt age aac etc tec tgc att gat atg ate ctg get tct ttt get acc 242 
Leu Ser Asn Leu Ser Cys lie Asp Met lie Leu Ala Ser Phe Ala Thr 
65 70 75 

cct aag atg att gta gat ttc etc cga gaa cgt aag acc ate tea tgg 290 
Pro Lys Met lie Val Asp Phe Leu Arg Glu Arg Lys Thr He Ser Trp 
80 85 90 

tgg gga tgt tat tec cag atg ttc ttt atg cac etc ctg ggt ggg agt 338 
Trp Gly Cys Tyr Ser Gin Met Phe Phe Met His Leu Leu Gly Gly Ser 
95 100 105 110 

gag atg atg ttg ctt gta gee atg gca ata gac agg tat gtt gec ata 386 
Glu Met Met Leu Leu Val Ala Met Ala He Asp Arg Tyr Val Ala He 
115 120 125 

tgc aaa ccc etc cat tac atg acc ate atg age cca egg gtg etc act 434 
Cys Lys Pro Leu His Tyr Met Thr He Met Ser Pro Arg Val Leu Thr 
130 135 140 

ggg eta ctg tta tec tec tat gca gtt gga ttt gtg cac tea tct agt 482 
Gly Leu Leu Leu Ser Ser Tyr Ala Val Gly Phe Val His Ser Ser Ser 
145 150 155 

caa atg get ttc atg ttg act ttg ccc ttc tgt ggt ccc aat gtt ata 530 
Gin Met Ala Phe Met Leu Thr Leu Pro Phe Cys Gly Pro Asn Val lie 
160 165 170 

gac age ttt ttc tgt gac ctt ccc ctt gtg att aaa ctt gee tgc aag 578 
Asp Ser Phe Phe Cys Asp Leu Pro Leu Val He Lys Leu Ala Cys Lys 
175 180 185 190 

gac acc tac ate eta cag etc ctg gtc att get gac agt ggg etc ctg 626 
Asp Thr Tyr He Leu Gin Leu Leu Val He Ala Asp Ser Gly Leu Leu 
195 200 205 

tea ctg gtc tgc ttc etc etc ttg ctt gtc tec tat gga gtc ata ata 674 
Ser Leu Val Cys Phe Leu Leu Leu Leu Val Ser Tyr Gly Val He He 
210 215 220 

ttc tea gtt agg tac cgt get get agt cga tec tct aag get ttc tec 722 
Phe Ser Val Arg Tyr Arg Ala Ala Ser Arg Ser Ser Lys Ala Phe Ser 
225 230 235 

act etc tea get cac ate aca gtt gtg act ctg ttc ttt get ccg tgt 770 
Thr Leu Ser Ala His lie Thr Val Val Thr Leu Phe Phe Ala Pro Cys 

85 



240 245 250 

gtc ttt ate tac gtc tgg ccc ttc age aga tac teg gta gat aaa att 818 

Val Phe lie Tyr Val Trp Pro Phe Ser Arg Tyr Ser Val Asp Lys lie 
255 260 265 270 

ctt tct gtg ttt tac aca att ttc aca cct etc tta aat cct att att 866 

Leu Ser Val Phe Tyr Thr lie Phe Thr Pro Leu Leu Asn Pro lie lie 
275 280 285 

tat aca tta aga aat caa gag gta aaa gca gee att aaa aaa aga etc 914 

Tyr Thr Leu Arg Asn Gin Glu Val Lys Ala Ala lie Lys Lys Arg Leu 

290 295 300 

tgc ata taaatttaaa gcatactttt tagatgagac ttttgaagag aca 963 
Cys lie 



<210> 60 
<211> 304 
<212> PRT 

<213> Homo sapiens 
<400> 60 

Met Glu Arg Ala Asn His Ser Val Val Ser Glu Phe lie Leu Leu Gly 
15 10 15 

Leu Ser Lys Ser Gin Asn Leu Gin lie Leu Phe Phe Leu Gly Phe Ser 
20 25 30 

Val Val Phe Val Gly lie Val Leu Gly Asn Leu Leu lie Leu Val Thr 
35 40 45 

Val Thr Phe Asp Ser Leu Leu His Thr Pro Met Tyr Phe Leu Leu Ser 
50 55 60 

Asn Leu Ser Cys lie Asp Met lie Leu Ala Ser Phe Ala Thr Pro Lys 
65 70 75 80 

Met lie Val Asp Phe Leu Arg Glu Arg Lys Thr lie Ser Trp Trp Gly 
85 90 95 

Cys Tyr Ser Gin Met Phe Phe Met His Leu Leu Gly Gly Ser Glu Met 
100 105 110 

Met Leu Leu Val Ala Met Ala lie Asp Arg Tyr Val Ala lie Cys Lys 
115 120 125 

Pro Leu His Tyr Met Thr lie Met Ser Pro Arg Val Leu Thr Gly Leu 
130 135 140 

Leu Leu Ser Ser Tyr Ala Val Gly Phe Val His Ser Ser Ser Gin Met 
145 150 155 160 

Ala Phe Met Leu Thr Leu Pro Phe Cys Gly Pro Asn Val lie Asp Ser 
165 170 175 



86 



Phe Phe Cys Asp 
180 

Tyr lie Leu Gin 
195 

Val Cys Phe Leu 
210 

Val Arg Tyr Arg 
225 

Ser Ala His He 



He Tyr Val Trp 
260 

Val Phe Tyr Thr 
275 

Leu Arg Asn Gin 
290 



Leu Pro Leu Val 



Leu Leu Val He 
200 

Leu Leu Leu Val 
215 

Ala Ala Ser Arg 
230 

Thr Val Val Thr 
245 

Pro Phe Ser Arg 



He Phe Thr Pro 
280 

Glu Val Lys Ala 
295 



lie Lys Leu Ala 
185 

Ala Asp Ser Gly 



Ser Tyr Gly Val 
220 

Ser Ser Lys Ala 
235 

Leu Phe Phe Ala 
250 

Tyr Ser Val Asp 
265 

Leu Leu Asn Pro 



Ala He Lys Lys 
300 



Cys Lys Asp Thr 
190 

Leu Leu Ser Leu 
205 

He lie Phe Ser 



Phe Ser Thr Leu 
240 

Pro Cys Val Phe 
255 

Lys He Leu Ser 
270 

He He Tyr Thr 
285 

Arg Leu Cys He 



<210> 61 
<211> 970 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (9) . . (920) 

<400> 61 

ttgacgat atg gaa aga gca aac cat tea gtg gta teg gaa ttt att ttg 50 

Met Glu Arg Ala Asn His Ser Val Val Ser Glu Phe He Leu 
15 10 

ttg 99" a ctt tec aaa tct caa aat ctt cag att tta ttc ttc ttg gga 98 
Leu Gly Leu Ser Lys Ser Gin Asn Leu Gin He Leu Phe Phe Leu Gly 
15 20 25 30 

ttc tct gtg gtc ttc gtg ggg att gtg tta gga aac ctg etc ate ttg 146 
Phe Ser Val Val Phe Val Gly lie Val Leu Gly Asn Leu Leu He Leu 
35 40 45 

gtg act gtg acc ttt gat teg etc ctt cac aca cca atg tat ttt ctg 194 
Val Thr Val Thr Phe Asp Ser Leu Leu His Thr Pro Met Tyr Phe Leu 
50 55 60 

ctt age aac etc tec tgc att gat atg ate ctg get tct ttt get acc 242 
Leu Ser Asn Leu Ser Cys He Asp Met He Leu Ala Ser Phe Ala Thr 
65 70 75 



cct aag atg att gta gat ttc etc cga gaa cgt aag acc ate tea tgg 2 90 

87 



Pro Lys Met lie Val Asp Phe Leu Arg Glu Arg Lys Thr lie Ser Trp 
80 85 90 



tgg gga tgt tat tec cag atg ttc ttt atg cac etc ctg ggt ggg agt 33 8 
Trp Gly Cys Tyr Ser Gin Met Phe Phe Met His Leu Leu Gly Gly Ser 
95 100 105 110 

gag atg atg ttg ctt gta gec atg gca ata gac agg tat gtt gec ata 386 
Glu Met Met Leu Leu Val Ala Met Ala lie Asp Arg Tyr Val Ala lie 
115 120 125 

tgc aaa ccc etc cat tac atg ace ate atg age cca egg gtg etc act 434 
Cys Lys Pro Leu His Tyr Met Thr He Met Ser Pro Arg Val Leu Thr 
130 135 140 

ggg eta ctg tta tec tec tat gca gtt gga ttt gtg cac tea tct agt 482 
Gly Leu Leu Leu Ser Ser Tyr Ala Val Gly Phe Val His Ser Ser Ser 
145 150 155 

caa atg get ttc atg ttg act ttg ccc ttc tgt ggt ccc aat gtt ata 53 0 
Gin Met Ala Phe Met Leu Thr Leu Pro Phe Cys Gly Pro Asn Val He 
160 165 170 

gac age ttt ttc tgt gac ctt ccc ctt gtg att aaa ctt gee tgc aag 578 
Asp Ser Phe Phe Cys Asp Leu Pro Leu Val He Lys Leu Ala Cys Lys 
175 180 185 190 

gac acc tac ate eta cag etc ctg gtc att get gac agt ggg etc ctg 626 
Asp Thr Tyr He Leu Gin Leu Leu Val He Ala Asp Ser Gly Leu Leu 
195 200 205 

tea ctg gtc tgc ttc etc etc ttg ctt gtc tec tat gga gtc ata ata 674 
Ser Leu Val Cys Phe Leu Leu Leu Leu Val Ser Tyr Gly Val He He 
210 215 a 220 

ttc tea gtt agg tac cgt get get agt cga tec tct aag get ttc tec 722 
Phe Ser Val Arg Tyr Arg Ala Ala Ser Arg Ser Ser Lys Ala Phe Ser 
225 230 235 

act etc tea get cac ate aca gtt gtg act ctg ttc ttt get ccg tgt 770 
Thr Leu Ser Ala His He Thr Val Val Thr Leu Phe Phe Ala Pro Cys 
240 245 250 

gtc ttt ate tac gtc tgg ccc ttc age aga tac teg gta gat aaa att 818 
Val Phe He Tyr Val Trp Pro Phe Ser Arg Tyr Ser Val Asp Lys He 
255 260 265 270 

ctt tct gtg ttt tac aca att ttc aca cct etc tta aat cct att att 866 
Leu Ser Val Phe Tyr Thr He Phe Thr Pro Leu Leu Asn Pro He He 
275 280 285 

tat aca tta aga aat caa gag gta aaa gca gee att aaa aaa aga etc 914 
Tyr Thr Leu Arg Asn Gin Glu Val Lys Ala Ala He Lys Lys Arg Leu 
290 295 300 

tgc ata taaatttaaa gcatactttt tagatgagac ttttgaagag acactctctt 970 
Cys He 

88 



<210> 62 
<211> 304 
<212> PRT 

<213> Homo sapiens 



<400> 62 
Met 



Slu\rg Ala Asn His Ser Val Val Ser Glu Phe He Leu Leu Gly 
i 5 10 

L eu Ser Lys Ser Gin Asn Leu Gin lie Leu Phe Phe Leu Gly Phe Ser 

20 25 
val Val Phe Val Gly He Val Leu Gly Asn Leu Leu lie Leu Val Thr 

35 40 
val Thr Phe Asp Ser Leu Leu His Thr Pro Met Tyr Phe Leu Leu Ser 

50 5b 
A sn Leu Ser Cys He Asp Met He Leu Ala Ser Phe Ala Thr Pro Lys 

65 70 " 

Met lie val Asp Phe Leu Arg Glu Arg Lys Thr He Ser Trp Trp Gly 
85 90 

Cys Tyr Ser Gin Met Phe Phe Met His Leu Leu Gly Gly Ser Glu Met 

100 105 
Met Leu Leu Val Ala Met Ala He Asp Arg Tyr Val Ala He Cys Lys 

115 120 
Pro Leu His Tyr Met Thr He Met Ser Pro Arg Val Leu Thr Gly Leu 

130 135 140 

L eu Leu Ser Ser Tyr Ala Val Gly Phe Val His Ser Ser Ser Gin Met 
145 150 155 

Al. Phe Met Leu Thr Leu Pro Phe Cys Gly Pro Asn Val He Asp Ser 
16 5 170 

Phe Phe Cys Asp Leu Pro Leu Val He Lys Leu Ala Cys Lys Asp Thr 

180 185 

Tyr lie Leu Gin Leu Leu Val He Ala Asp Ser Gly Leu Leu Ser Leu 
195 200 

T ^ Ton val Ser Tyr Gly Val He He Phe Ser 
Val Cys Phe Leu Leu Leu Leu Val ber lyr y ^ 

210 215 

*i a Ala q e r Ara Ser Ser Lys Ala Phe Ser Thr Leu 
Val Arg Tyr Arg Ala Ala Ser Arg y 24 0 

225 230 235 

Ser Ala His He Thr Val Val Thr Leu Phe Phe Ala Pro Cys Val Phe 



250 



245 

Ile Tyr Val Trp Pro Phe Ser Arg Tyr Ser Val Asp Lys He Leu Ser 

89 



260 



265 



270 



Val Phe Tyr Thr lie Phe Thr Pro Leu Leu Asn Pro lie lie Tyr Thr 

275 280 285 

Leu Arg Asn Gin Glu Val Lys Ala Ala lie Lys Lys Arg Leu Cys lie 

290 295 300 



<210> 63 

<211> 1003 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (17) . . (988) 

<400> 63 

tcccttccaa aattca atg aat gag aca aat cat tct tgg gtg aca gaa ttt 52 

Met Asn Glu Thr Asn His Ser Trp Val Thr Glu Phe 
15 10 

gtg ttg ctg gga ctg tct agt tea agg gag etc caa cct ttc ttg ttt 100 
Val Leu Leu Gly Leu Ser Ser Ser Arg Glu Leu Gin Pro Phe Leu Phe 
15 20 25 

ctt ata ttt tea eta ctt tat eta gca att ctg ttg ggc aac ttt etc 148 
Leu lie Phe Ser Leu Leu Tyr Leu Ala lie Leu Leu Gly Asn Phe Leu 
30 35 40 

ate ate etc act gtg ace tea gat tec cgc ctt cac ace ccc atg tac 196 
lie lie Leu Thr Val Thr Ser Asp Ser Arg Leu His Thr Pro Met Tyr 
45 50 55 60 

ttt ctg ctt gee aac ctg tea ttt ata gac gta tgt gtt gee tct tct 244 
Phe Leu Leu Ala Asn Leu Ser Phe lie Asp Val Cys Val Ala Ser Ser 
65 70 75 

get acc cct aaa atg att gca gac ttt ctg gtt gag cac aag act att 292 
Ala Thr Pro Lys Met lie Ala Asp Phe Leu Val Glu His Lys Thr lie 
80 85 90 

tct ttt gat gee cgc ctg gee cag att ttc ttt gtt cat etc ttc act 340 
Ser Phe Asp Ala Arg Leu Ala Gin lie Phe Phe Val His Leu Phe Thr 
95 100 105 

ggc agt gaa atg gtg etc eta gtt tec atg gee tat gac cgt tat gtt 388 
Gly Ser Glu Met Val Leu Leu Val Ser Met Ala Tyr Asp Arg Tyr Val 
110 115 120 

get ata tgc aaa cct ccc cac tac atg aca ate atg age tgc tgt gta 436 
Ala lie Cys Lys Pro Pro His Tyr Met Thr lie Met Ser Cys Cys Val 
125 130 135 140 



tgt gtt gtg etc ttc etc att tec tgg ttt gtg ggc ttc ate cat acc 484 

90 



Cys Val Val Leu Phe Leu He Ser Trp Phe Val Gly Phe He His Thr 
145 150 155 



acc age cag ttg gca ttc act gtt aat ctg cca ttt tgt ggt cct aat 
Thr Ser Gin Leu Ala Phe Thr Val Asn Leu Pro Phe Cys Gly Pro Asn 
160 165 170 



532 



aag gta gat agt ttt ttc tgt gac ctt cct eta gtg acc aag tta gec 
Lys Val Asp Ser Phe Phe Cys Asp Leu Pro Leu Val Thr Lys Leu Ala 
175 180 185 



580 



tgc ata gac act tat gtt gtc age eta eta ata gtt gca gat agt ggc 
Cys lie Asp Thr Tyr Val Val Ser Leu Leu lie Val Ala Asp Ser Gly 
190 195 200 



628 



ttt ctt tct ctg agt tec ttt etc etc ttg gtt gtc tec tac act gta 
Phe Leu Ser Leu Ser Ser Phe Leu Leu Leu Val Val Ser Tyr Thr Val 
205 210 215 220 



676 



ata ctt gtt aca gtt agg aat age tec tct gta age atg gtg aag gec 
lie Leu Val Thr Val Arg Asn Ser Ser Ser Val Ser Met Val Lys Ala 
225 230 235 



724 



tgc tec aca ttg act get cac ate act gtg gtc act tta ttc ttt gga 
Cys Ser Thr Leu Thr Ala His He Thr Val Val Thr Leu Phe Phe Gly 
240 245 250 



772 



ccg tgt att ttc ate tat gtg tgg ccc ttc age agt tac tea gtt gac 
Pro Cys He Phe He Tyr Val Trp Pro Phe Ser Ser Tyr Ser Val Asp 
255 260 265 



820 



aaa gtc ctt get gta ttc tac acc ate ttc acg tct att tta aac cct 
Lys Val Leu Ala Val Phe Tyr Thr lie Phe Thr Ser He Leu Asn Pro 
270 275 280 



868 



gta ate tac atg eta aga aac aaa gaa gtg aag gca get atg tea aaa 
Val He Tyr Met Leu Arg Asn Lys Glu Val Lys Ala Ala Met Ser Lys 
285 290 295 300 



916 



ctg aag agt egg tat cag aag ctt ggt cag gtt tct gta gtc ata aga 
Leu Lys Ser Arg Tyr Gin Lys Leu Gly Gin Val Ser Val Val He Arg 
305 310 315 



964 



aac gtt ctt ttc eta gaa aca aag taaacttatg agact 
Asn Val Leu Phe Leu Glu Thr Lys 
320 



1003 



<210> 64 

<211> 324 

<212> PRT 

<213> Homo sapiens 



<400> 64 

Met Asn Glu Thr Asn His Ser Trp Val Thr Glu Phe Val Leu Leu Gly 
15 10 15 



91 



Leu Ser Ser Ser Arg Glu Leu Gin Pro Phe Leu Phe Leu lie Phe Ser 
20 25 30 

Leu Leu Tyr Leu Ala lie Leu Leu Gly Asn Phe Leu lie He Leu Thr 
35 40 45 

Val Thr Ser Asp Ser Arg Leu His Thr Pro Met Tyr Phe Leu Leu Ala 
50 55 60 

Asn Leu Ser Phe He Asp Val Cys Val Ala Ser Ser Ala Thr Pro Lys 
65 70 75 80 

Met He Ala Asp Phe Leu Val Glu His Lys Thr He Ser Phe Asp Ala 
85 90 95 

Arg Leu Ala Gin He Phe Phe Val His Leu Phe Thr Gly Ser Glu Met 
100 105 110 

Val Leu Leu Val Ser Met Ala Tyr Asp Arg Tyr Val Ala lie Cys Lys 
115 120 125 

Pro Pro His Tyr Met Thr He Met Ser Cys Cys Val Cys Val Val Leu 
130 135 140 

Phe Leu He Ser Trp Phe Val Gly Phe lie His Thr Thr Ser Gin Leu 
145 150 155 160 

Ala Phe Thr Val Asn Leu Pro Phe Cys Gly Pro Asn Lys Val Asp Ser 
165 170 175 

Phe Phe Cys Asp Leu Pro Leu Val Thr Lys Leu Ala Cys He Asp Thr 
180 185 190 

Tyr Val Val Ser Leu Leu He Val Ala Asp Ser Gly Phe Leu Ser Leu 
195 200 205 

Ser Ser Phe Leu Leu Leu Val Val Ser Tyr Thr Val lie Leu Val Thr 
210 215 220 

Val Arg Asn Ser Ser Ser Val Ser Met Val Lys Ala Cys Ser Thr Leu 
225 230 235 240 

Thr Ala His lie Thr Val Val Thr Leu Phe Phe Gly Pro Cys lie Phe 
245 250 255 

lie Tyr Val Trp Pro Phe Ser Ser Tyr Ser Val Asp Lys Val Leu Ala 
260 265 270 

Val Phe Tyr Thr He Phe Thr Ser He Leu Asn Pro Val lie Tyr Met 
275 280 285 

Leu Arg Asn Lys Glu Val Lys Ala Ala Met Ser Lys Leu Lys Ser Arg 
290 295 300 



Tyr Gin Lys Leu Gly Gin Val Ser Val Val He Arg Asn Val Leu Phe 
305 310 315 320 



92 



Leu Glu Thr Lys 



<210> 65 

<211> 972 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (13) . . (948) 

<400> 65 

ttggctggac ca atg gat gga gag aat cac tea gtg gta tct gag ttt ttg 51 

Met Asp Gly Glu Asn His Ser Val Val Ser Glu Phe Leu 
15 10 

ttt ctg gga etc act cat tea tgg gag ate cag etc etc etc eta gtg 99 
Phe Leu Gly Leu Thr His Ser Trp Glu lie Gin Leu Leu Leu Leu Val 
15 20 25 

ttt tec tct gtg etc tat gtg gca age att act gga aac ate etc att 147 
Phe Ser Ser Val Leu Tyr Val Ala Ser lie Thr Gly Asn lie Leu lie 
30 35 40 45 

gtg ttt tct gtg acc act gac cct cac tta cac tec ccc atg tac ttt 195 
Val Phe Ser Val Thr Thr Asp Pro His Leu His Ser Pro Met Tyr Phe 
50 55 60 

eta ctg gec agt etc tec ttc att gac tta gga gee tgc tct gtc act 243 
Leu Leu Ala Ser Leu Ser Phe lie Asp Leu Gly Ala Cys Ser Val Thr 
65 70 75 

tct ccc aag atg att tat gac ctg ttc aga aag cgc aaa gtc ate tec 291 
Ser Pro Lys Met lie Tyr Asp Leu Phe Arg Lys Arg Lys Val lie Ser 
80 85 90 

ttt gga ggc tgc ate get caa ate ttc ttc ate cac gtc att ggt ggt 33 9 
Phe Gly Gly Cys lie Ala Gin lie Phe Phe lie His Val lie Gly Gly 
95 100 105 

gtg gag atg gtg ctg etc ata gee atg gee ttt gac aga tat gtg gee 387 
Val Glu Met Val Leu Leu lie Ala Met Ala Phe Asp Arg Tyr Val Ala 
110 115 120 125 

eta tgt aag ccc etc cac tat ctg acc att atg age cca aga atg tgc 43 5 
Leu Cys Lys Pro Leu His Tyr Leu Thr lie Met Ser Pro Arg Met Cys 
130 135 140 

ctt tea ttt ctg get gtt gee tgg acc ctt ggt gtc agt cac tec ctg 483 
Leu Ser Phe Leu Ala Val Ala Trp Thr Leu Gly Val Ser His Ser Leu 
145 150 155 

ttc caa ctg gca ttt ctt gtt aat tta gec ttc tgt ggc cct aat gtg 531 
Phe Gin Leu Ala Phe Leu Val Asn Leu Ala Phe Cys Gly Pro Asn Val 

93 



160 



165 



170 



ttg gac age ttc tac tgt gac ctt cct egg ctt etc aga eta gee tgt 579 
Leu Asp Ser Phe Tyr Cys Asp Leu Pro Arg Leu Leu Arg Leu Ala Cys 
175 180 185 

ace gac ace tac aga ttg cag ttc atg gtc act gtt aac agt ggg ttt 62 7 
Thr Asp Thr Tyr Arg Leu Gin Phe Met Val Thr Val Asn Ser Gly Phe 
190 195 200 205 

ate tgt gtg ggt act ttc ttc ata ctt eta ate tec tac gtc ttc ate 675 
He Cys Val Gly Thr Phe Phe He Leu Leu He Ser Tyr Val Phe He 
210 215 220 

ctg ttt act gtt tgg aaa cat tec tea ggt ggt tea tec aag gee ctt 723 
Leu Phe Thr Val Trp Lys His Ser Ser Gly Gly Ser Ser Lys Ala Leu 
225 230 235 

tec act ctt tea get cac age aca gtg gtc ctt ttg ttc ttt ggt cca 771 
Ser Thr Leu Ser Ala His Ser Thr Val Val Leu Leu Phe Phe Gly Pro 
240 245 250 

ccc atg ttt gtg tat aca egg cca cac cct aat tea cag atg gac aag 819 
Pro Met Phe Val Tyr Thr Arg Pro His Pro Asn Ser Gin Met Asp Lys 
255 260 265 

ttt ctg get att ttt gat gca gtt etc act cct ttt ctg aat cca gtt 867 
Phe Leu Ala He Phe Asp Ala Val Leu Thr Pro Phe Leu Asn Pro Val 
270 275 280 285 

gtc tat aca ttc agg aat aag gag atg aag gca gca ata aag aga gta 915 
Val Tyr Thr Phe Arg Asn Lys Glu Met Lys Ala Ala lie Lys Arg Val 
290 295 300 

tgc aaa cag eta gtg att tac aag agg ate tea taaatgatat aataagcect 968 
Cys Lys Gin Leu Val He Tyr Lys Arg He Ser 
305 310 

tctc 972 



<210> 66 
<211> 312 
<212> PRT 

<213> Homo sapiens 
<400> 66 

Met Asp Gly Glu Asn His Ser Val Val Ser Glu Phe Leu Phe Leu Gly 
15 10 15 

Leu Thr His Ser Trp Glu He Gin Leu Leu Leu Leu Val Phe Ser Ser 
20 25 30 

Val Leu Tyr Val Ala Ser He Thr Gly Asn He Leu He Val Phe Ser 
35 40 45 



Val Thr Thr Asp Pro His Leu His Ser Pro Met Tyr Phe Leu Leu Ala 

94 



50 



55 



60 



Ser Leu Ser Phe lie Asp Leu Gly Ala Cys Ser Val Thr Ser Pro Lys 
65 70 75 80 

Met He Tyr Asp Leu Phe Arg Lys Arg Lys Val He Ser Phe Gly Gly 
85 90 95 

Cys He Ala Gin He Phe Phe lie His Val He Gly Gly Val Glu Met 
100 105 no 

Val Leu Leu He Ala Met Ala Phe Asp Arg Tyr Val Ala Leu Cys Lys 
115 120 125 

Pro Leu His Tyr Leu Thr He Met Ser Pro Arg Met Cys Leu Ser Phe 
130 135 140 

Leu Ala Val Ala Trp Thr Leu Gly Val Ser His Ser Leu Phe Gin Leu 
145 150 155 160 

Ala Phe Leu Val Asn Leu Ala Phe Cys Gly Pro Asn Val Leu Asp Ser 
165 170 175 

Phe Tyr Cys Asp Leu Pro Arg Leu Leu Arg Leu Ala Cys Thr Asp Thr 
180 185 190 

Tyr Arg Leu Gin Phe Met Val Thr Val Asn Ser Gly Phe He Cys Val 
195 200 " 205 

Gly Thr Phe Phe He Leu Leu He Ser Tyr Val Phe He Leu Phe Thr 
210 215 220 

Val Trp Lys His Ser Ser Gly Gly Ser Ser Lys Ala Leu Ser Thr Leu 
225 230 235 240 

Ser Ala His Ser Thr Val Val Leu Leu Phe Phe Gly Pro Pro Met Phe 
245 250 255 

Val Tyr Thr Arg Pro His Pro Asn Ser Gin Met Asp Lys Phe Leu Ala 
260 265 270 

He Phe Asp Ala Val Leu Thr Pro Phe Leu Asn Pro Val Val Tyr Thr 
275 280 285 

Phe Arg Asn Lys Glu Met Lys Ala Ala lie Lys Arg Val Cys Lys Gin 
290 295 300 

Leu Val He Tyr Lys Arg lie Ser 
305 310 



<210> 67 
<211> 945 
<212> DNA 

<213> Homo sapiens 



95 



<220> 

<221> CDS 

<222> (3) . . (935) 

<400> 67 

at cct atg gaa cca cag aac acc aca cag gta tea atg ttt gtc etc 47 

Pro Met Glu Pro Gin Asn Thr Thr Gin Val Ser Met Phe Val Leu 
15 10 15 

tta 999 ttt tea cag acc caa gag etc cag aaa ttc ctg ttc ctt ctg 95 
Leu Gly Phe Ser Gin Thr Gin Glu Leu Gin Lys Phe Leu Phe Leu Leu 
20 25 30 

ttc ctg tta gtc tat gtt acc acc att gtg gga aac etc ctt ate atg 143 
Phe Leu Leu Val Tyr Val Thr Thr lie Val Gly Asn Leu Leu lie Met 
35 40 45 

gtc aca gtg act ttt gac tgc egg etc cac aca ccc atg tat ttt ctg 191 
Val Thr Val Thr Phe Asp Cys Arg Leu His Thr Pro Met Tyr Phe Leu 
50 55 60 

etc cga aat eta get etc ata gac etc tgc tat tec aca gtc acc tct 239 
Leu Arg Asn Leu Ala Leu lie Asp Leu Cys Tyr Ser Thr Val Thr Ser 
65 70 75 

cca aag atg ctg gtg gac ttc etc cat gag acc aag acg ate tec tac 287 
Pro Lys Met Leu Val Asp Phe Leu His Glu Thr Lys Thr He Ser Tyr 
80 85 90 95 

cag ggc tgc atg gee cag ate ttc ttc ttc cac ctt ttg gga ggt ggg 335 
Gin Gly Cys Met Ala Gin He Phe Phe Phe His Leu Leu Gly Gly Gly 
100 105 110 

act gtc ttt ttt etc tea gtc atg gee tat gac cgc tac ata gee ate 383 
Thr Val Phe Phe Leu Ser Val Met Ala Tyr Asp Arg Tyr lie Ala He 
115 120 125 

tec cag ccc etc egg tat gtc acc ate atg aac act caa ttg tgt gtg 431 
Ser Gin Pro Leu Arg Tyr Val Thr He Met Asn Thr Gin Leu Cys Val 
130 135 140 

ggc ctg gta gta gee gee tgg gtg ggg ggc ttt gtc cac tec att gtc 479 
Gly Leu Val Val Ala Ala Trp Val Gly Gly Phe Val His Ser He Val 
145 150 155 

caa ctg get ctg ata ctt cca ctg ccc ttc tgt ggc ccc aat ate eta 527 
Gin Leu Ala Leu lie Leu Pro Leu Pro Phe Cys Gly Pro Asn lie Leu 
160 165 170 175 

gat aac ttc tac tgt gat gtt ccc caa gta ctg aga ctt gec tgc act 575 
Asp Asn Phe Tyr Cys Asp Val Pro Gin Val Leu Arg Leu Ala Cys Thr 
180 185 190 

gat acc tec etc ctg gag ttc etc atg ate tec aac agt ggg ctg eta 623 
Asp Thr Ser Leu Leu Glu Phe Leu Met He Ser Asn Ser Gly Leu Leu 
195 200 205 
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gtt ate ate tgg ttc etc etc ctt ctg ate tct tat act gtc ate ctg 671 
Val lie lie Trp Phe Leu Leu Leu Leu lie Ser Tyr Thr Val lie Leu 
210 215 220 



gtg atg ctg agg tec cac teg gga aag gca agg agg aag gca get tec 719 
Val Met Leu Arg Ser His Ser Gly Lys Ala Arg Arg Lys Ala Ala Ser 
225 230 235 

acc tgc acc ace cac ate ate gtg gtg tec atg ate ttc att ccc tgt 767 
Thr Cys Thr Thr His lie lie Val Val Ser Met lie Phe lie Pro Cys 
240 245 250 255 

ate tat ate tat acc tgg ccc ttc acc cca ttc etc atg gac aag get 815 
lie Tyr lie Tyr Thr Trp Pro Phe Thr Pro Phe Leu Met Asp Lys Ala 
260 265 270 

gtg tec ate age tac aca gtc atg acc ccc atg etc aac ccc atg ate 863 
Val Ser lie Ser Tyr Thr Val Met Thr Pro Met Leu Asn Pro Met lie 
275 280 285 

tac acc ctg aga aac cag gac atg aaa gca gee atg agg aga tta ggc 911 
Tyr Thr Leu Arg Asn Gin Asp Met Lys Ala Ala Met Arg Arg Leu Gly 
290 295 300 

aag tgc eta gta att tgc agg gag taaactttaa 945 
Lys Cys Leu Val lie Cys Arg Glu 
305 310 



<210> 68 

<211> 311 

<212> PRT 

<213> Homo sapiens 



<400> 68 
Pro Met Glu Pro 
1 

Gly Phe Ser Gin 
20 

Leu Leu Val Tyr 
35 

Thr Val Thr Phe 
50 

Arg Asn Leu Ala 
65 

Lys Met Leu Val 



Gly Cys Met Ala 
100 

Val Phe Phe Leu 



Gin Asn Thr Thr 
5 

Thr Gin Glu Leu 



Val Thr Thr lie 
40 

Asp Cys Arg Leu 
55 

Leu lie Asp Leu 
70 

Asp Phe Leu His 
85 

Gin lie Phe Phe 



Ser Val Met Ala 



Gin Val Ser Met 
10 

Gin Lys Phe Leu 
25 

Val Gly Asn Leu 



His Thr Pro Met 
60 

Cys Tyr Ser Thr 
75 

Glu Thr Lys Thr 
90 

Phe His Leu Leu 
105 

Tyr Asp Arg Tyr 
97 



Phe Val Leu Leu 
15 

Phe Leu Leu Phe 
30 

Leu lie Met Val 
45 

Tyr Phe Leu Leu 



Val Thr Ser Pro 
80 

lie Ser Tyr Gin 
95 

Gly Gly Gly Thr 
110 

lie Ala lie Ser 



115 



120 



125 



Gin Pro Leu Arg Tyr 
130 

Leu Val Val Ala Ala 
145 

Leu Ala Leu lie Leu 
165 

Asn Phe Tyr Cys Asp 
180 

Thr Ser Leu Leu Glu 
195 

lie lie Trp Phe Leu 
210 

Met Leu Arg Ser His 
225 

Cys Thr Thr His lie 
245 

Tyr lie Tyr Thr Trp 
260 

Ser lie Ser Tyr Thr 
275 

Thr Leu Arg Asn Gin 
290 

Cys Leu Val lie Cys 
305 



Val Thr lie Met Asn Thr 
135 

Trp Val Gly Gly Phe Val 

150 155 

Pro Leu Pro Phe Cys Gly 
170 

Val Pro Gin Val Leu Arg 
185 

Phe Leu Met lie Ser Asn 
200 

Leu Leu Leu lie Ser Tyr 
215 

Ser Gly Lys Ala Arg Arg 
230 235 

lie Val Val Ser Met lie 
250 

Pro Phe Thr Pro Phe Leu 
265 

Val Met Thr Pro Met Leu 
280 

Asp Met Lys Ala Ala Met 
295 

Arg Glu 
310 



Gin Leu Cys Val Gly 
140 

His Ser lie Val Gin 
160 

Pro Asn lie Leu Asp 
175 

Leu Ala Cys Thr Asp 
190 

Ser Gly Leu Leu Val 
205 

Thr Val lie Leu Val 
220 

Lys Ala Ala Ser Thr 
240 

Phe lie Pro Cys lie 
255 

Met Asp Lys Ala Val 
270 

Asn Pro Met lie Tyr 
285 

Arg Arg Leu Gly Lys 
300 



<210> 69 

<211> 948 

<212> DNA 

< 2 1 3 > Homo s ap iens 

<220> 

<221> CDS 

<222> (1) . . (933) 

<400> 69 

tgg gaa aac cat act aca ctg cct gaa ttc etc ctt ctg gga ttc tct 

Trp Glu Asn His Thr Thr Leu Pro Glu Phe Leu Leu Leu Gly Phe Ser 

15 10 15 

gac ctt aag gec ctg cag gac ccc ctg ttc tgg gtg gtg ctt ctg gtc 
Asp Leu Lys Ala Leu Gin Asp Pro Leu Phe Trp Val Val Leu Leu Val 
2 0 2 5 3 0 
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tac ctg gtc acc ttg ctg ggt aac tec ctg ate ate etc etc aca cag 144 
Tyr Leu Val Thr Leu Leu Gly Asn Ser Leu lie lie Leu Leu Thr Gin 
35 40 45 

gtc age cct gec ctg cac tec ccc atg tac ttc ttc ctg cgc caa etc 192 
Val Ser Pro Ala Leu His Ser Pro Met Tyr Phe Phe Leu Arg Gin Leu 
50 55 60 

tea gtg gtg gag etc ttc tac ace act gac ate gtg ccc agg acc ctg 240 
Ser Val Val Glu Leu Phe Tyr Thr Thr Asp lie Val Pro Arg Thr Leu 
65 70 75 80 

gec aat ctg ggc tec ccg cat ccc cag gee ate tct ttc cag ggc tgt 288 
Ala Asn Leu Gly Ser Pro His Pro Gin Ala lie Ser Phe Gin Gly Cys 
85 90 95 

gca gec cag atg tac gtc ttc att gtc ctg ggc ate teg gag tgc tgc 336 
Ala Ala Gin Met Tyr Val Phe lie Val Leu Gly lie Ser Glu Cys Cys 
100 105 110 

ctg etc acg gec atg gec tat gac cga tat gtt gec ate tgc cag ccc 384 
Leu Leu Thr Ala Met Ala Tyr Asp Arg Tyr Val Ala lie Cys Gin Pro 
115 120 125 

eta cgc tat tec acc etc ttg age cca egg gee tgc atg gee atg gtg 432 
Leu Arg Tyr Ser Thr Leu Leu Ser Pro Arg Ala Cys Met Ala Met Val 
130 135 140 

ggt acc tec tgg etc aca ggc ate ate acg gee acc acc cat gee tec 480 
Gly Thr Ser Trp Leu Thr Gly lie lie Thr Ala Thr Thr His Ala Ser 
145 150 155 160 

etc ate ttc tct eta cct ttt cgc age cac ccg ate ate ccg cac ttt 528 
Leu He Phe Ser Leu Pro Phe Arg Ser His Pro He He Pro His Phe 
165 170 175 

etc tgt gac ate ctg cca gta ctg agg ctg gca agt get ggg aag cac 576 
Leu Cys Asp He Leu Pro Val Leu Arg Leu Ala Ser Ala Gly Lys His 
180 185 190 

agg age gag ate tec gtg atg aca gee acc ata gtc ttc att atg ate 624 
Arg Ser Glu lie Ser Val Met Thr Ala Thr lie Val Phe He Met lie 
195 200 205 

ccc ttc tct ctg att gtc acc tct cac ate cgc ate ctg ggt gec ate 672 
Pro Phe Ser Leu He Val Thr Ser His He Arg He Leu Gly Ala He 
210 215 220 

eta gca atg gee tec acc cag age cgc cgc aag gtc ttc tec acc tgc 720 
Leu Ala Met Ala Ser Thr Gin Ser Arg Arg Lys Val Phe Ser Thr Cys 
225 230 235 240 

tec tec cat ctg etc gtg gtc tct etc ttc ttt gga gca gee age ate 768 
Ser Ser His Leu Leu Val Val Ser Leu Phe Phe Gly Ala Ala Ser He 
245 250 255 
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acc tac ate egg ccg cag gca ggc tec tct gtt ace aca gac cgc gtc 816 
Thr Tyr He Arg Pro Gin Ala Gly Ser Ser Val Thr Thr Asp Arg Val 
260 265 270 



etc agt etc ttc tac aca 
Leu Ser Leu Phe Tyr Thr 
275 

tac acc ctt egg aac aag 
Tyr Thr Leu Arg Asn Lys 
290 

aag agg cag cgc ccc tea 
Lys Arg Gin Arg Pro Ser 
305 310 



gtc ate aca ccc atg etc 
Val He Thr Pro Met Leu 
280 

gac gtg agg agg gee ctg 
Asp Val Arg Arg Ala Leu 
295 300 

ccc tgaagggact eggat 
Pro 



aac ccc ate ate 864 

Asn Pro He He 

285 

cga cac ttg gtg 912 
Arg His Leu Val 



948 



<210> 70 
<211> 311 
<212> PRT 

<213> Homo sapiens 
<400> 70 

Trp Glu Asn His Thr Thr Leu Pro Glu Phe Leu Leu Leu Gly Phe Ser 
15 10 15 

Asp Leu Lys Ala Leu Gin Asp Pro Leu Phe Trp Val Val Leu Leu Val 
20 25 30 

Tyr Leu Val Thr Leu Leu Gly Asn Ser Leu He lie Leu Leu Thr Gin 
35 40 45 

Val Ser Pro Ala Leu His Ser Pro Met Tyr Phe Phe Leu Arg Gin Leu 
50 55 60 

Ser Val Val Glu Leu Phe Tyr Thr Thr Asp He Val Pro Arg Thr Leu 
65 70 75 80 

Ala Asn Leu Gly Ser Pro His Pro Gin Ala lie Ser Phe Gin Gly Cys 
85 90 95 

Ala Ala Gin Met Tyr Val Phe He Val Leu Gly He Ser Glu Cys Cys 
100 105 110 

Leu Leu Thr Ala Met Ala Tyr Asp Arg Tyr Val Ala He Cys Gin Pro 
115 120 125 

Leu Arg Tyr Ser Thr Leu Leu Ser Pro Arg Ala Cys Met Ala Met Val 
130 135 140 

Gly Thr Ser Trp Leu Thr Gly He lie Thr Ala Thr Thr His Ala Ser 
145 150 155 160 

Leu He Phe Ser Leu Pro Phe Arg Ser His Pro He lie Pro His Phe 
165 170 175 



Leu Cys Asp lie Leu Pro Val Leu Arg Leu Ala Ser Ala Gly Lys His 

100 



180 



185 



190 



Arg Ser Glu lie 
195 

Pro Phe Ser Leu 
210 

Leu Ala Met Ala 
225 

Ser Ser His Leu 



Thr Tyr lie Arg 
260 

Leu Ser Leu Phe 
275 

Tyr Thr Leu Arg 
290 

Lys Arg Gin Arg 
305 



Ser Val Met Thr 
200 

lie Val Thr Ser 
215 

Ser Thr Gin Ser 
230 

Leu Val Val Ser 
245 

Pro Gin Ala Gly 



Tyr Thr Val lie 
280 

Asn Lys Asp Val 
295 

Pro Ser Pro 
310 



Ala Thr lie Val 



His lie Arg lie 
220 

Arg Arg Lys Val 
235 

Leu Phe Phe Gly 
250 

Ser Ser Val Thr 
265 

Thr Pro Met Leu 



Arg Arg Ala Leu 
300 



Phe lie Met lie 
205 

Leu Gly Ala lie 



Phe Ser Thr Cys 
240 

Ala Ala Ser lie 
255 

Thr Asp Arg Val 
270 

Asn Pro lie lie 
285 

Arg His Leu Val 



<210> 71 

<211> 877 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (876) 

<400> 71 

ggc ttt ggg act aac ate tea agt act acc age ttc act eta aca ggc 48 

Gly Phe Gly Thr Asn lie Ser Ser Thr Thr Ser Phe Thr Leu Thr Gly 
15 10 15 

ttc cct gag atg aag ggt ctg gag cac tgg ctg get gee ctt ctg ctg 96 
Phe Pro Glu Met Lys Gly Leu Glu His Trp Leu Ala Ala Leu Leu Leu 
20 25 30 

ctg ctt tat get att tec ttc ctg ggc aac ate etc ate etc ttt ate 144 
Leu Leu Tyr Ala lie Ser Phe Leu Gly Asn lie Leu lie Leu Phe lie 
35 40 45 

ata aag gaa gag cag age ttg cac cag cca atg tac tac ttc ctg tct 192 
lie Lys Glu Glu Gin Ser Leu His Gin Pro Met Tyr Tyr Phe Leu Ser 
50 55 60 

ctt ttt tct gtt aat gac ctg ggt gtg tec ttt tct aca ttg ccc act 240 
Leu Phe Ser Val Asn Asp Leu Gly Val Ser Phe Ser Thr Leu Pro Thr 
65 70 75 80 
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gta ctg get get gtg tgt ttt cat gec cca gag aca act ttt gat gec 
Val Leu Ala Ala Val Cys Phe His Ala Pro Glu Thr Thr Phe Asp Ala 
85 90 95 



288 



tgc ctg gec cag atg ttc ttc ate cac ttt tec tec tgg aca gag ttt 336 
Cys Leu Ala Gin Met Phe Phe lie His Phe Ser Ser Trp Thr Glu Phe 
100 105 110 

ggc ate eta ctg gec atg agt ttt gac cac tat gtg gec ate tgt aae 384 
Gly lie Leu Leu Ala Met Ser Phe Asp His Tyr Val Ala lie Cys Asn 
115 120 125 

ccg ctg cgc tat gec aca gtg etc act gat gtc cgt gtg gec cac aat 432 
Pro Leu Arg Tyr Ala Thr Val Leu Thr Asp Val Arg Val Ala His Asn 
130 135 140 



ggc ata tec att gtc ate cgc age ttc tgc atg gta ttc cca ctt ccc 
Gly He Ser He Val He Arg Ser Phe Cys Met Val Phe Pro Leu Pro 
145 150 155 160 



gtg cac aag ttc atg tct ctt tgt ace tec aat get eta ccc aat tat 
Val His Lys Phe Met Ser Leu Cys Thr Ser Asn Ala Leu Pro Asn Tyr 
275 280 285 



480 



ttc etc ctg aag aga ctg tct ttc tgt aag gee agt gtg gta ctg gee 528 
Phe Leu Leu Lys Arg Leu Ser Phe Cys Lys Ala Ser Val Val Leu Ala 
165 170 175 

cat tec tac tgt ctg cat gca gac ctg att egg ctg ccc tgg gga gac 576 
His Ser Tyr Cys Leu His Ala Asp Leu He Arg Leu Pro Trp Gly Asp 
180 185 190 

act ace ate aae age atg tat ggc ctg ttc att gtc ate tct gee ttt 624 
Thr Thr He Asn Ser Met Tyr Gly Leu Phe He Val He Ser Ala Phe 
195 200 205 

ggt gta gat tea ctg etc ate etc etc tec tat gtg etc att ctg cgt 672 
Gly Val Asp Ser Leu Leu He Leu Leu Ser Tyr Val Leu He Leu Arg 
210 215 220 

tct gtg ctg gee att gee tec agg ggt gag agg ctt aag aca etc aac 
Ser Val Leu Ala He Ala Ser Arg Gly Glu Arg Leu Lys Thr Leu Asn 
225 230 235 240 

aca tgt gtg tea cat ate tat gca gtg ctg ate ttc tat gtg cct atg 
Thr Cys Val Ser His lie Tyr Ala Val Leu He Phe Tyr Val Pro Met 
245 250 255 

gtt ggt gtg tec atg gtt cat cga ttt ggg agg cat get cct gaa tat 816 
Val Gly Val Ser Met Val His Arg Phe Gly Arg His Ala Pro Glu Tyr 
260 265 270 



720 



768 



864 



eta ttc cat caa g 877 
Leu Phe His Gin 
290 
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<210> 72 
<211> 292 
<212> PRT 

<213> Homo sapiens 



«J >*e 01y Thr Aan Ile s „ ,„ ^ ^ r ^ ^ ^ 
». -» ttu Lys G ly L9U Glu „. Trp Ma Ma ^ ^ 

le " Leu T ^ Aia iis s - »• r« siy a ™ ^ >it -° - ... 

n. lj. «» i„ „„ ser ^ Hia Gln Pro mt ^ J ^ ^ 

- «. S« Aan Asp Lau My „ S « PHe Z Thr Lau p „ 

-1 L« Ala Ala ^ cys phe Ma ^ ^ ^ ^ J' 

90 95 
Cy= Leu „, phe ph . ue ^ ^ s ^ ^ ^ 

n. Leu Ala « s „ jj. Aap Hia Tyt val ^ cys 

«o « 3 t„ „. rhr s; Leu Thr Aap uai Arg ; a ; iia His 

^ 14 0 

"J U. S.r n. « II. Arg ser Pha Cya „ ^ ^ 

155 

- - - , ys ^ Leu s „ phe cys ^ ua s ^ ^ ^ ^ ^ 

Hi= ser Tyr ej. w „ is Ma Aap Ile arg wu pro ™ 

185 190 
Thr Thr lie Asn Ser Met Tvr ri„ t 

195 St Tyr f o y n Leu Phe He Val He Ser Ala Phe 

^ U0 205 

«y *JJ asp s« u. ,.u ne Leu Lau ser ^ val Lm na 

Z±:> 220 

S *i L9U Ala ne A1a sar Arg My ^ ^ ^ ^ Aaa 

235 240 

- C ys „ Ser nu lla Tyr Ala val ^ ^ ^ ^ 

V.. „ y Val s „ Mat val ^ ^ Ms ^ 2 

265 270 
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Val His Lys Phe Met Ser Leu Cys Thr Ser Asn Ala Leu Pro Asn Tyr 
275 280 285 



Leu Phe His Gin 
290 



<210> 73 

<211> 939 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (4) . . (936) 

<400> 73 

cca atg act ggg gga gga aat att aca gaa ate acc tat ttc ate ctg 48 
Met Thr Gly Gly Gly Asn lie Thr Glu lie Thr Tyr Phe lie Leu 
15 10 15 

ct 9 99 a ttc tca 9 at ttt: ccc a 99 atc ata aaa 3^9 etc ttc act ata 96 
Leu Gly Phe Ser Asp Phe Pro Arg lie lie Lys Val Leu Phe Thr lie 
20 25 30 

ttc ctg gtg ate tac att aca tct ctg gec tgg aac etc tec etc att 144 
Phe Leu Val lie Tyr lie Thr Ser Leu Ala Trp Asn Leu Ser Leu lie 
35 40 45 

gtt tta ata agg atg gat tec cac etc cat aca ccc atg tat ttc ttc 192 
Val Leu lie Arg Met Asp Ser His Leu His Thr Pro Met Tyr Phe Phe 
50 55 60 

etc agt aac ctg tec ttc ata gat gtc tgc tat ate age tec aca gtc 240 
Leu Ser Asn Leu Ser Phe lie Asp Val Cys Tyr lie Ser Ser Thr Val 
65 70 75 

ccc aag atg etc tec aac etc tta cag gaa cag caa act ate act ttt 288 
Pro Lys Met Leu Ser Asn Leu Leu Gin Glu Gin Gin Thr lie Thr Phe 
80 85 90 95 

gtt ggt tgt att att cag tac ttt ate ttt tca acg atg gga ctg agt 336 
Val Gly Cys He He Gin Tyr Phe He Phe Ser Thr Met Gly Leu Ser 
100 105 110 

gag tct tgt etc atg aca gec atg get tat gat cgt tat get gec att 384 
Glu Ser Cys Leu Met Thr Ala Met Ala Tyr Asp Arg Tyr Ala Ala He 
115 120 125 

tgt aac ccc ctg etc tat tca tec ate atg tca ccc acc etc tgt gtt 432 
Cys Asn Pro Leu Leu Tyr Ser Ser He Met Ser Pro Thr Leu Cys Val 
130 135 140 

tgg atg gta ctg gga gec tac atg act ggc etc act get tct tta ttc 480 
Trp Met Val Leu Gly Ala Tyr Met Thr Gly Leu Thr Ala Ser Leu Phe 
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145 150 155 

caa att ggt get ttg ctt caa etc cac ttc tgt ggg tct aat gtc ate 528 
Gin lie Gly Ala Leu Leu Gin Leu His Phe Cys Gly Ser Asn Val lie 
160 165 170 175 

aga cat ttc ttc tgt gac atg ccc caa ctg tta ate ttg tec tgt act 576 
Arg His Phe Phe Cys Asp Met Pro Gin Leu Leu He Leu Ser Cys Thr 
180 185 190 

gac act ttc ttt gta cag gtc atg act get ata tta acc atg ttc ttt 624 
Asp Thr Phe Phe Val Gin Val Met Thr Ala He Leu Thr Met Phe Phe 
195 200 205 

ggg ata gta agt gee eta gtt ate atg ata tec tat ggc tat att ggc 672 
Gly He Val Ser Ala Leu Val He Met He Ser Tyr Gly Tyr He Gly 
210 215 220 

ate tec ate atg aag ate act tea get aaa ggc agg tec aag gca ttc 720 
He Ser He Met Lys He Thr Ser Ala Lys Gly Arg Ser Lys Ala Phe 
225 230 235 

aac acc tgt get tct cat eta aca get gtt tec etc ttc tat aca tea 768 
Asn Thr Cys Ala Ser His Leu Thr Ala Val Ser Leu Phe Tyr Thr Ser 
240 245 250 255 

gga ate ttt gtc tat ttg agt tec age tct gga ggt tct tea age ttt 816 
Gly He Phe Val Tyr Leu Ser Ser Ser Ser Gly Gly Ser Ser Ser Phe 
260 265 270 

gac aga ttt gca tct gtt ttc tac act gtg gtc att ccc atg tta aat 864 
Asp Arg Phe Ala Ser Val Phe Tyr Thr Val Val He Pro Met Leu Asn 
275 280 285 

ccc ttc att tac agt ttg agg aac aaa gaa att aaa gat gee tta aag 912 
Pro Phe He Tyr Ser Leu Arg Asn Lys Glu He Lys Asp Ala Leu Lys 
290 295 300 

agg ttg caa aag aga aag tgc tgc tga 93 9 

Arg Leu Gin Lys Arg Lys Cys Cys 
305 310 



<210> 74 
<211> 311 
<212> PRT 

<213> Homo sapiens 
<400> 74 

Met Thr Gly Gly Gly Asn He Thr Glu He Thr Tyr Phe He Leu Leu 
15 10 15 

Gly Phe Ser Asp Phe Pro Arg He He Lys Val Leu Phe Thr He Phe 
20 25 30 

Leu Val He Tyr He Thr Ser Leu Ala Trp Asn Leu Ser Leu He Val 
35 40 45 
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Leu lie Arg Met 
50 

Ser Asn Leu Ser 
65 

Lys Met Leu Ser 



Gly Cys lie lie 
100 

Ser Cys Leu Met 
115 

Asn Pro Leu Leu 
130 

Met Val Leu Gly 
145 

lie Gly Ala Leu 



His Phe Phe Cys 
180 

Thr Phe Phe Val 
195 

lie Val Ser Ala 
210 

Ser lie Met Lys 
225 

Thr Cys Ala Ser 



lie Phe Val Tyr 
260 

Arg Phe Ala Ser 
275 

Phe lie Tyr Ser 
290 

Leu Gin Lys Arg 
305 



Asp Ser His Leu 
55 

Phe lie Asp Val 
70 

Asn Leu Leu Gin 
85 

Gin Tyr Phe lie 



Thr Ala Met Ala 
120 

Tyr Ser Ser lie 
135 

Ala Tyr Met Thr 
150 

Leu Gin Leu His 
165 

Asp Met Pro Gin 



Gin Val Met Thr 
200 

Leu Val lie Met 
215 

lie Thr Ser Ala 
230 

His Leu Thr Ala 
245 

Leu Ser Ser Ser 



Val Phe Tyr Thr 
280 

Leu Arg Asn Lys 
295 

Lys Cys Cys 
310 



His Thr Pro Met 
60 

Cys Tyr lie Ser 
75 

Glu Gin Gin Thr 

90 

Phe Ser Thr Met 
105 

Tyr Asp Arg Tyr 



Met Ser Pro Thr 
140 

Gly Leu Thr Ala 
155 

Phe Cys Gly Ser 
170 

Leu Leu lie Leu 
185 

Ala lie Leu Thr 



lie Ser Tyr Gly 
220 

Lys Gly Arg Ser 
235 

Val Ser Leu Phe 
250 

Ser Gly Gly Ser 
265 

Val Val lie Pro 



Glu lie Lys Asp 
300 



Tyr Phe Phe Leu 



Ser Thr Val Pro 
80 

lie Thr Phe Val 
95 

Gly Leu Ser Glu 
110 

Ala Ala lie Cys 
125 

Leu Cys Val Trp 



Ser Leu Phe Gin 
160 

Asn Val lie Arg 
175 

Ser Cys Thr Asp 
190 

Met Phe Phe Gly 
205 

Tyr lie Gly lie 



Lys Ala Phe Asn 
240 

Tyr Thr Ser Gly 
255 

Ser Ser Phe Asp 
270 

Met Leu Asn Pro 
285 

Ala Leu Lys Arg 



<210> 75 
<211> 959 
<212> DNA 
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<213> Homo sapiens 



<220> 

<221> CDS 

<222> (13) . . (942) 

<400> 75 

aaacctgagg ca atg gac cca cag aac tat tec ttg gtg tea gaa ttt gtg 51 
Met Asp Pro Gin Asn Tyr Ser Leu Val Ser Glu Phe Val 
1 5 10 

ttg cat gga etc tgc act tea cga cat ctt caa aat ttt ttc ttt ata 99 
Leu His Gly Leu Cys Thr Ser Arg His Leu Gin Asn Phe Phe Phe lie 
15 20 25 

ttt ttc ttt ggg gtc tat gtg gee att atg ctg ggt aac ctt etc att 147 
Phe Phe Phe Gly Val Tyr Val Ala He Met Leu Gly Asn Leu Leu He 
30 35 40 45 

ttg gtc act gta att tct gat ccc tgc ctg cac tec tec cct atg tac 195 
Leu Val Thr Val He Ser Asp Pro Cys Leu His Ser Ser Pro Met Tyr 
50 55 60 

ttc ctg ctg ggg aac eta get ttc ctg gac atg tgg ctg gee tea ttt 243 
Phe Leu Leu Gly Asn Leu Ala Phe Leu Asp Met Trp Leu Ala Ser Phe 
65 70 75 

gee act ccc aag atg ate agg gat ttc ctt agt gat caa aaa etc ate 291 
Ala Thr Pro Lys Met He Arg Asp Phe Leu Ser Asp Gin Lys Leu lie 
80 85 90 

tec ttt gga gga tgt atg get caa ate ttc ttc ttg cac ttt act ggt 339 
Ser Phe Gly Gly Cys Met Ala Gin He Phe Phe Leu His Phe Thr Gly 
95 100 105 

ggg get gag atg gtg etc ctg gtt tec atg gee tat gac aga tat gtg 387 
Gly Ala Glu Met Val Leu Leu Val Ser Met Ala Tyr Asp Arg Tyr Val 
110 115 120 125 

gee ata tgc aaa ccc ttg cat tac atg act ttg atg agt tgg cag act 43 5 
Ala He Cys Lys Pro Leu His Tyr Met Thr Leu Met Ser Trp Gin Thr 
130 135 140 

tgc ate agg egg gtg ctg get tea tgg gtc gtt gga ttt gtg cac tec 483 
Cys lie Arg Arg Val Leu Ala Ser Trp Val Val Gly Phe Val His Ser 
145 150 155 

ate agt caa gtg get ttc act gta aat ttg cct tac tgt ggc ccc aat 531 
lie Ser Gin Val Ala Phe Thr Val Asn Leu Pro Tyr Cys Gly Pro Asn 
160 165 170 

gag gta gac age ttc ttc tgt gac etc cct ctg gtg ate aaa ctt gee 579 
Glu Val Asp Ser Phe Phe Cys Asp Leu Pro Leu Val lie Lys Leu Ala 
175 180 185 

tgc atg gac acc tat gtc ttg ggt ata att atg ate tea gac agt ggg 6 27 
Cys Met Asp Thr Tyr Val Leu Gly lie lie Met lie Ser Asp Ser Gly 
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190 



195 



200 



205 



ttg ctt tec ttg age tgt ttt ctg etc etc ctg ate tec tac acc gtg 675 
Leu Leu Ser Leu Ser Cys Phe Leu Leu Leu Leu He Ser Tyr Thr Val 
210 215 220 

ate etc etc get ate aga cag cgt get gee ggt age aca tec aaa gca 723 
He Leu Leu Ala He Arg Gin Arg Ala Ala Gly Ser Thr Ser Lys Ala 
225 230 235 

etc tec act tgc tct gca cat ate atg gta gtg acg ctg ttc ttt ggc 771 
Leu Ser Thr Cys Ser Ala His He Met Val Val Thr Leu Phe Phe Gly 
240 245 250 

cct tgc att ttt get tat gtg egg cct ttc agt agg ttc tct gtg gac 819 
Pro Cys He Phe Ala Tyr Val Arg Pro Phe Ser Arg Phe Ser Val Asp 
255 260 265 

aag ctg ctg tct gtg ttt tat acc att ttt act cca etc ctg aac ccc 
Lys Leu Leu Ser Val Phe Tyr Thr He Phe Thr Pro Leu Leu Asn Pro 
270 275 280 285 

att ate tac aca ttg aga aat gag gaa atg aaa gca get atg aag aaa 
He He Tyr Thr Leu Arg Asn Glu Glu Met Lys Ala Ala Met Lys Lys 
290 2 95 300 

ctg caa aac cga egg gtg act ttt caa tgaaatccag ccttcca 959 
Leu Gin Asn Arg Arg Val Thr Phe Gin 
305 310 



867 



915 



<210> 76 
<211> 310 
<212> PRT 

< 2 1 3 > Homo s ap i en s 
<400> 76 

Met Asp Pro Gin Asn Tyr Ser Leu Val Ser Glu Phe Val Leu His Gly 
1 5 10 15 

Leu Cys Thr Ser Arg His Leu Gin Asn Phe Phe Phe He Phe Phe Phe 
20 25 30 

Gly Val Tyr Val Ala He Met Leu Gly Asn Leu Leu He Leu Val Thr 
35 40 45 

Val He Ser Asp Pro Cys Leu His Ser Ser Pro Met Tyr Phe Leu Leu 
50 55 60 

Gly Asn Leu Ala Phe Leu Asp Met Trp Leu Ala Ser Phe Ala Thr Pro 
65 70 75 80 

Lys Met He Arg Asp Phe Leu Ser Asp Gin Lys Leu He Ser Phe Gly 
85 90 95 

Gly Cys Met Ala Gin He Phe Phe Leu His Phe Thr Gly Gly Ala Glu 
100 105 HO 
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Met Val Leu Leu Val Ser Met Ala Tyr Asp Arg Tyr Val Ala lie Cys 
115 120 125 



Lys Pro Leu His Tyr 
130 

Arg Val Leu Ala Ser 
145 

Val Ala Phe Thr Val 
165 

Ser Phe Phe Cys Asp 
180 

Thr Tyr Val Leu Gly 
195 

Leu Ser Cys Phe Leu 
210 

Ala lie Arg Gin Arg 
225 

Cys Ser Ala His lie 
245 

Phe Ala Tyr Val Arg 
260 

Ser Val Phe Tyr Thr 
275 

Thr Leu Arg Asn Glu 
290 

Arg Arg Val Thr Phe 
305 



Met Thr Leu Met Ser Trp 
135 

Trp Val Val Gly Phe Val 
150 155 

Asn Leu Pro Tyr Cys Gly 
170 

Leu Pro Leu Val lie Lys 
185 

He He Met He Ser Asp 
200 

Leu Leu Leu He Ser Tyr 
215 

Ala Ala Gly Ser Thr Ser 
230 235 

Met Val Val Thr Leu Phe 
250 

Pro Phe Ser Arg Phe Ser 
265 

He Phe Thr Pro Leu Leu 
280 

Glu Met Lys Ala Ala Met 
295 

Gin 
310 



Gin Thr Cys He Arg 
140 

His Ser lie Ser Gin 
160 

Pro Asn Glu Val Asp 
175 

Leu Ala Cys Met Asp 
190 

Ser Gly Leu Leu Ser 
205 

Thr Val He Leu Leu 

220 

Lys Ala Leu Ser Thr 
240 

Phe Gly Pro Cys He 
255 

Val Asp Lys Leu Leu 
270 

Asn Pro He lie Tyr 
285 

Lys Lys Leu Gin Asn 
300 



<210> 77 

<211> 930 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (7) . . (918) 

<400> 77 

aactaa atg ttg atg aat tac tct agt gcc act gaa ttt tat etc ctt 48 
Met Leu Met Asn Tyr Ser Ser Ala Thr Glu Phe Tyr Leu Leu 
15 10 



ggc ttc cct ggc tct gaa gaa eta cat cat ate ctt ttt get ata ttc 96 
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Gly Phe Pro Gly Ser Glu Glu Leu His His lie Leu Phe Ala lie Phe 
15 20 25 30 



ttc ttt ttc tac ttg gtg aca tta atg gga aac aca gtc ate ate atg 144 
Phe Phe Phe Tyr Leu Val Thr Leu Met Gly Asn Thr Val lie lie Met 
35 40 45 

att gtc tgt gtg gat aaa cgt ctg cag tec ccc atg tat ttc ttc etc 192 
lie Val Cys Val Asp Lys Arg Leu Gin Ser Pro Met Tyr Phe Phe Leu 
50 55 60 

ggc cac etc tct gec ctg gag ate ctg gtc aca ace ata ate gtc ccc 240 
Gly His Leu Ser Ala Leu Glu lie Leu Val Thr Thr lie Tie Val Pro 
65 70 75 

gtg atg ctt tgg gga ttg ctg etc cct ggg atg cag aca ata tat ttg 288 
Val Met Leu Trp Gly Leu Leu Leu Pro Gly Met Gin Thr lie Tyr Leu 
80 85 90 

tct gec tgt gtt gtc cag etc ttc ttg tac ctt get gtg ggg aca aca 336 
Ser Ala Cys Val Val Gin Leu Phe Leu Tyr Leu Ala Val Gly Thr Thr 
95 100 105 110 

gag ttc gca tta ctt gga gca atg get gtg gac cgt tat gtg get gtc 384 
Glu Phe Ala Leu Leu Gly Ala Met Ala Val Asp Arg Tyr Val Ala Val 
115 120 125 

tgt aac cct ctg agg tac aac ate att atg aac aga cac ace tgc aac 432 
Cys Asn Pro Leu Arg Tyr Asn lie lie Met Asn Arg His Thr Cys Asn 
130 135 140 

ttt gtg gtt ctt gtg tea tgg gtg ttt ggg ttt ctt ttt caa ate tgg 480 
Phe Val Val Leu Val Ser Trp Val Phe Gly Phe Leu Phe Gin He Trp 
145 150 155 

cc 9 gtc tat gtc atg ttt cag ctt act tac tgc aaa tea aat gtg gtg 528 
Pro Val Tyr Val Met Phe Gin Leu Thr Tyr Cys Lys Ser Asn Val Val 
160 165 170 

aac aat ttt ttt tgt gac cga ggg caa ttg etc aaa eta tec tgc aat 576 
Asn Asn Phe Phe Cys Asp Arg Gly Gin Leu Leu Lys Leu Ser Cys Asn 
175 180 185 190 

aat act ctt ttc acg gag ttt ate etc ttc tta atg get gtt ttt gtt 624 
Asn Thr Leu Phe Thr Glu Phe He Leu Phe Leu Met Ala Val Phe Val 
195 200 205 

etc ttt ggt tct ttg ate cct aca att gtc tec aac gee tac ate ate 672 
Leu Phe Gly Ser Leu He Pro Thr He Val Ser Asn Ala Tyr He He 
210 215 220 

tec acc att etc aag ate ccg tea tec tct ggc egg agg aaa tec ttc 720 
Ser Thr He Leu Lys He Pro Ser Ser Ser Gly Arg Arg Lys Ser Phe 
225 230 235 

tec act tgt gee tec cac ttc acc tgt gtt gtg att ggc tac ggc age 768 
Ser Thr Cys Ala Ser His Phe Thr Cys Val Val He Gly Tyr Gly Ser 
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240 245 250 

tgc ttg ttt etc tac gtg aaa ccc aag caa acg cag gca get gat tac 816 
Cys Leu Phe Leu Tyr Val Lys Pro Lys Gin Thr Gin Ala Ala Asp Tyr 
255 260 265 270 

aat tgg gca gtt tec ccg atg gtt tea gta gta act cct ttc etc aat 864 
Asn Trp Ala Val Ser Pro Met Val Ser Val Val Thr Pro Phe Leu Asn 
275 280 285 

cct ttc ate ttc ace etc egg aat gat aaa gtc ata gag gee ctt egg 912 
Pro Phe lie Phe Thr Leu Arg Asn Asp Lys Val lie Glu Ala Leu Arg 
290 295 300 

a tg ggg tgaaacgctg ct 930 
Met Gly 



<210> 78 
<211> 304 
<212> PRT 

<213> Homo sapiens 
<400> 78 

Met Leu Met Asn Tyr Ser Ser Ala Thr Glu Phe Tyr Leu Leu Gly Phe 
15 10 15 

Pro Gly Ser Glu Glu Leu His His lie Leu Phe Ala lie Phe Phe Phe 
20 25 30 

Phe Tyr Leu Val Thr Leu Met Gly Asn Thr Val lie lie Met lie Val 
35 40 45 

Cys Val Asp Lys Arg Leu Gin Ser Pro Met Tyr Phe Phe Leu Gly His 
50 55 60 

Leu Ser Ala Leu Glu lie Leu Val Thr Thr lie He Val Pro Val Met 
65 70 75 80 

Leu Trp Gly Leu Leu Leu Pro Gly Met Gin Thr He Tyr Leu Ser Ala 
85 90 95 

Cys Val Val Gin Leu Phe Leu Tyr Leu Ala Val Gly Thr Thr Glu Phe 
100 105 110 

Ala Leu Leu Gly Ala Met Ala Val Asp Arg Tyr Val Ala Val Cys Asn 
115 120 125 

Pro Leu Arg Tyr Asn He He Met Asn Arg His Thr Cys Asn Phe Val 
130 135 140 

Val Leu Val Ser Trp Val Phe Gly Phe Leu Phe Gin He Trp Pro Val 
145 150 155 160 

Tyr Val Met Phe Gin Leu Thr Tyr Cys Lys Ser Asn Val Val Asn Asn 
165 170 175 
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Phe Phe Cys Asp 
180 

Leu Phe Thr Glu 
195 

Gly Ser Leu lie 
210 

lie Leu Lys lie 
225 

Cys Ala Ser His 



Phe Leu Tyr Val 
260 

Ala Val Ser Pro 
275 

lie Phe Thr Leu 
290 



Arg Gly Gin Leu 



Phe lie Leu Phe 
200 

Pro Thr lie Val 
215 

Pro Ser Ser Ser 
230 

Phe Thr Cys Val 
245 

Lys Pro Lys Gin 



Met Val Ser Val 
280 

Arg Asn Asp Lys 
295 



Leu Lys Leu Ser 
185 

Leu Met Ala Val 



Ser Asn Ala Tyr 
220 

Gly Arg Arg Lys 
235 

Val lie Gly Tyr 
250 

Thr Gin Ala Ala 
265 

Val Thr Pro Phe 



Val lie Glu Ala 
300 



Cys Asn Asn Thr 
190 

Phe Val Leu Phe 
205 

lie lie Ser Thr 



Ser Phe Ser Thr 
240 

Gly Ser Cys Leu 
255 

Asp Tyr Asn Trp 
270 

Leu Asn Pro Phe 
285 

Leu Arg Met Gly 



<210> 79 

<211> 974 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (957) 

<400> 79 

atg aat cat gtg gta aaa cac aat cac acg gca gtg acc aag gtg act 48 
Met Asn His Val Val Lys His Asn His Thr Ala Val Thr Lys Val Thr 
15 10 15 

gaa ttt att etc atg ggg att aca gac aac act ggg ctg cag get cca 96 
Glu Phe lie Leu Met Gly lie Thr Asp Asn Thr Gly Leu Gin Ala Pro 
20 25 30 

ctg ttt gga etc ttc etc ate ata tat ctg gtc aca gtg ata ggc aat 144 
Leu Phe Gly Leu Phe Leu lie He Tyr Leu Val Thr Val He Gly Asn 
35 40 45 

ctg ggc atg gtt ate ttg acc tac ttg gac tec aag eta cac acc ccc 192 
Leu Gly Met Val He Leu Thr Tyr Leu Asp Ser Lys Leu His Thr Pro 
50 55 60 

atg tac ttt ttc ctt aga cat ttg tea ate act gat ctt ggt tac tec 240 
Met Tyr Phe Phe Leu Arg His Leu Ser He Thr Asp Leu Gly Tyr Ser 
65 70 75 80 



act gtc att gee ccg aag atg tta gta aac ttc ata gtg cac aaa aac 288 
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Thr Val He Ala Pro Lys Met Leu Val Asn Phe He Val His Lys Asn 
85 90 95 



aca att tct tac aat tgg tat gcc act cag eta gca ttc ttt gag att 
Thr He Ser Tyr Asn Trp Tyr Ala Thr Gin Leu Ala Phe Phe Glu He 
100 105 110 



336 



ttc ate ate tct gag etc ttt att eta tea gca atg gcc tat gat cgc 384 
Phe He He Ser Glu Leu Phe He Leu Ser Ala Met Ala Tyr Asp Arg 
115 120 125 

tac gta gcc ate tgt aaa cct ctt ctg tac gtg ate ate atg gca gag 432 
Tyr Val Ala He Cys Lys Pro Leu Leu Tyr Val He He Met Ala Glu 
130 135 140 

aaa gta ctt tgg gtg ctg gta att gtt ccc tat etc tat age acg ttt 480 
Lys Val Leu Trp Val Leu Val He Val Pro Tyr Leu Tyr Ser Thr Phe 
145 150 155 ~ 160 

gtg tea eta ttt etc aca att aag tta ttt aaa ctg tec ttc tgt ggc 528 
Val Ser Leu Phe Leu Thr He Lys Leu Phe Lys Leu Ser Phe Cys Gly 
165 170 175 

tea aac ata ate age tat ttt tac tgt gac tgt ate cct ctg atg tec 576 
Ser Asn He He Ser Tyr Phe Tyr Cys Asp Cys He Pro Leu Met Ser 
180 185 190 

ata etc tgt tct gac aca aat gaa tta gaa tta ata att ttg ate ttc 624 
He Leu Cys Ser Asp Thr Asn Glu Leu Glu Leu He He Leu He Phe 
195 200 205 

tea ggc tgt aat ttg etc ttc tec etc tea att gtt etc ata tec tac 672 
Ser Gly Cys Asn Leu Leu Phe Ser Leu Ser He Val Leu He Ser Tyr 
210 215 220 

atg ttt att eta gtg gcc att etc aga atg aac tea agg aaa ggg agg 72 0 
Met Phe He Leu Val Ala He Leu Arg Met Asn Ser Arg Lys Gly Arg 
225 230 235 ~ 240 

tac aaa gcc ttc tec ace tgt age tct cat ctg aca gtg gtg ate atg 768 
Tyr Lys Ala Phe Ser Thr Cys Ser Ser His Leu Thr Val Val He Met 
245 250 255 

ttc tat ggg aca ttg tta ttt att tac ttg caa ccc gag tec agt cat 816 
Phe Tyr Gly Thr Leu Leu Phe He Tyr Leu Gin Pro Glu Ser Ser His 
260 265 270 

act ttg get att gat aaa atg gcc tea gtg ttt tat acc ctg ttg att 864 
Thr Leu Ala He Asp Lys Met Ala Ser Val Phe Tyr Thr Leu Leu He 
275 280 285 

cct atg ctg aat ccg ttg ate tac age eta agg aac aaa gaa gta aaa 912 
Pro Met Leu Asn Pro Leu He Tyr Ser Leu Arg Asn Lys Glu Val Lys 
290 295 300 

gat get eta aag aga act tta acc aat cga ttc aaa att ccc att 957 
Asp Ala Leu Lys Arg Thr Leu Thr Asn Arg Phe Lys He Pro He 
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305 310 315 

taatatctta atactca 974 



<210> 80 
<211> 319 
<212> PRT 

<213> Homo sapiens 
<400> 80 

Met Asn His Val Val Lys His Asn His Thr Ala Val Thr Lys Val Thr 
15 10 15 

Glu Phe lie Leu Met Gly lie Thr Asp Asn Thr Gly Leu Gin Ala Pro 
20 25 30 

Leu Phe Gly Leu Phe Leu lie lie Tyr Leu Val Thr Val lie Gly Asn 
35 40 45 

Leu Gly Met Val lie Leu Thr Tyr Leu Asp Ser Lys Leu His Thr Pro 
50 55 60 

Met Tyr Phe Phe Leu Arg His Leu Ser lie Thr Asp Leu Gly Tyr Ser 
65 70 75 80 

Thr Val lie Ala Pro Lys Met Leu Val Asn Phe lie Val His Lys Asn 
85 90 95 

Thr lie Ser Tyr Asn Trp Tyr Ala Thr Gin Leu Ala Phe Phe Glu lie 
100 105 110 

Phe lie lie Ser Glu Leu Phe lie Leu Ser Ala Met Ala Tyr Asp Arg 
115 120 125 

Tyr Val Ala lie Cys Lys Pro Leu Leu Tyr Val lie lie Met Ala Glu 
130 135 140 

Lys Val Leu Trp Val Leu Val lie Val Pro Tyr Leu Tyr Ser Thr Phe 
145 150 155 160 

Val Ser Leu Phe Leu Thr lie Lys Leu Phe Lys Leu Ser Phe Cys Gly 
165 170 175 

Ser Asn lie lie Ser Tyr Phe Tyr Cys Asp Cys lie Pro Leu Met Ser 
180 185 190 

lie Leu Cys Ser Asp Thr Asn Glu Leu Glu Leu lie lie Leu lie Phe 
195 200 205 

Ser Gly Cys Asn Leu Leu Phe Ser Leu Ser lie Val Leu lie Ser Tyr 
210 215 220 

Met Phe lie Leu Val Ala lie Leu Arg Met Asn Ser Arg Lys Gly Arg 
225 230 235 240 



Tyr Lys Ala Phe Ser Thr Cys Ser Ser His Leu Thr Val Val lie Met 
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245 



250 



255 



Phe Tyr Gly Thr Leu Leu Phe lie Tyr Leu Gin Pro Glu Ser Ser His 
260 265 270 

Thr Leu Ala lie Asp Lys Met Ala Ser Val Phe Tyr Thr Leu Leu lie 
275 280 285 

Pro Met Leu Asn Pro Leu lie Tyr Ser Leu Arg Asn Lys Glu Val Lys 
290 295 300 

Asp Ala Leu Lys Arg Thr Leu Thr Asn Arg Phe Lys lie Pro lie 
305 310 315 



<210> 81 

<211> 1024 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (12) . . (956) 

<400> 81 

gtcctcaatt c atg ctg eta tec aac att act cag ttt age ccc ata ttc 50 

Met Leu Leu Ser Asn lie Thr Gin Phe Ser Pro lie Phe 
15 10 

tat etc acc age ttt cct gga ttg gaa ggc ate aaa cac tgg att ttc 98 
Tyr Leu Thr Ser Phe Pro Gly Leu Glu Gly lie Lys His Trp lie Phe 
15 20 25 

ate ccc ttt ttc ttt atg tac atg gtt gec ate tea ggc aat tgt ttc 146 
lie Pro Phe Phe Phe Met Tyr Met Val Ala lie Ser Gly Asn Cys Phe 
30 35 40 45 

att ctg ate att att aag acc aac cct cgt ctg cac aca ccc atg tac 194 
lie Leu lie lie lie Lys Thr Asn Pro Arg Leu His Thr Pro Met Tyr 
50 55 60 

tat eta eta tec ttg ctg gee etc act gac ctg ggg ctg tgt gtg tec 242 
Tyr Leu Leu Ser Leu Leu Ala Leu Thr Asp Leu Gly Leu Cys Val Ser 
65 70 75 

acg ttg ccc acc act atg ggg ate ttc tgg ttt aac tec cat agt ate 290 
Thr Leu Pro Thr Thr Met Gly lie Phe Trp Phe Asn Ser His Ser lie 
80 85 90 



tac ttt gga gcg tgt caa ate cag atg ttc tgc ate cac tct ttt tec 
Tyr Phe Gly Ala Cys Gin lie Gin Met Phe Cys lie His Ser Phe Ser 
95 100 105 



338 



ttc atg gag tec tea gtg etc etc atg atg tec ttt gac cgc ttt gtg 386 

Phe Met Glu Ser Ser Val Leu Leu Met Met Ser Phe Asp Arg Phe Val 
110 115 120 125 

115 



gcc ate tgc cac cct ctg agg tat teg gtc att ate act ggc cag caa 434 
Ala lie Cys His Pro Leu Arg Tyr Ser Val lie lie Thr Gly Gin Gin 
130 135 140 

gtg gtc aga gca ggc eta att gtc ate ttc egg gga cct gtg gcc act 482 
Val Val Arg Ala Gly Leu lie Val lie Phe Arg Gly Pro Val Ala Thr 
145 150 155 

ate cct att gtc etc etc ctg aag get ttt ccc tac tgt gga tct gtg 530 
lie Pro lie Val Leu Leu Leu Lys Ala Phe Pro Tyr Cys Gly Ser Val 
160 165 170 

gtc etc tec cac tea ttt tgc ctg cac cag gaa gtg ata cag ctg gcc 578 
Val Leu Ser His Ser Phe Cys Leu His Gin Glu Val lie Gin Leu Ala 
175 180 185 

tgc aca gat ate ace ttc aat aat ctg tat gga ctg atg gtg gta gtt 626 
Cys Thr Asp lie Thr Phe Asn Asn Leu Tyr Gly Leu Met Val Val Val 
190 195 200 205 

ttc act gtg atg ctg gac ctg gtg etc ate gca ctg tec tat gga etc 674 
Phe Thr Val Met Leu Asp Leu Val Leu lie Ala Leu Ser Tyr Gly Leu 
210 215 220 

ate ctg cac aca gta gca ggc ctg gcc tec caa gag gag cag cgc cgt 722 
lie Leu His Thr Val Ala Gly Leu Ala Ser Gin Glu Glu Gin Arg Arg 
225 230 235 

gcc ttt cag aca tgc acc get cat etc tgt get gtg eta gta ttc ttt 770 
Ala Phe Gin Thr Cys Thr Ala His Leu Cys Ala Val Leu Val Phe Phe 
240 245 250 

gtg ccc atg atg ggg ctg tec ccg gtg cac cgt ttt ggg aag cat gcc 818 
Val Pro Met Met Gly Leu Ser Pro Val His Arg Phe Gly Lys His Ala 
255 260 265 

cca cct get att cat ctt ctt atg gcc aat gtc tac ctt ttt gtg cct 866 
Pro Pro Ala lie His Leu Leu Met Ala Asn Val Tyr Leu Phe Val Pro 
270 275 280 285 

ccc atg ctt aac cca ate ata tac age att aag acc aag gag ate cac 914 
Pro Met Leu Asn Pro lie He Tyr Ser He Lys Thr Lys Glu He His 
290 295 300 

cgt gcc att ate aag ttc eta ggt ctt aaa aag gcc agt aaa 956 
Arg Ala He He Lys Phe Leu Gly Leu Lys Lys Ala Ser Lys 
305 310 315 

tgagtcctgg ggctaaaact aacccataga ggcctatcca acagtaaatg agccccaaat 1016 

gggactga 1024 



<210> 82 
<211> 315 
<212> PRT 
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<213> Homo sapiens 



<400> 82 
Met Leu Leu Ser 
1 

Ser Phe Pro Gly 
20 

Phe Phe Met Tyr 
35 

lie lie Lys Thr 
50 

Ser Leu Leu Ala 
65 

Thr Thr Met Gly 



Ala Cys Gin lie 
100 

Ser Ser Val Leu 
115 

His Pro Leu Arg 
130 

Ala Gly Leu lie 
145 

Val Leu Leu Leu 



His Ser Phe Cys 
180 

lie Thr Phe Asn 
195 

Met Leu Asp Leu 
210 

Thr Val Ala Gly 
225 

Thr Cys Thr Ala 



Met Gly Leu Ser 
260 

lie His Leu Leu 
275 



Asn lie Thr Gin 
5 

Leu Glu Gly lie 



Met Val Ala He 
40 

Asn Pro Arg Leu 
55 

Leu Thr Asp Leu 
70 

He Phe Trp Phe 
85 

Gin Met Phe Cys 



Leu Met Met Ser 
120 

Tyr Ser Val He 
135 

Val He Phe Arg 
150 

Lys Ala Phe Pro 
165 

Leu His Gin Glu 



Asn Leu Tyr Gly 
200 

Val Leu lie Ala 
215 

Leu Ala Ser Gin 
230 

His Leu Cys Ala 
245 

Pro Val His Arg 



Met Ala Asn Val 
280 



Phe Ser Pro He 
10 

Lys His Trp lie 
25 

Ser Gly Asn Cys 



His Thr Pro Met 
60 

Gly Leu Cys Val 
75 

Asn Ser His Ser 
90 

lie His Ser Phe 
105 

Phe Asp Arg Phe 



He Thr Gly Gin 
140 

Gly Pro Val Ala 
155 

Tyr Cys Gly Ser 
170 

Val lie Gin Leu 
185 

Leu Met Val Val 



Leu Ser Tyr Gly 
220 

Glu Glu Gin Arg 
235 

Val Leu Val Phe 
250 

Phe Gly Lys His 
265 

Tyr Leu Phe Val 



Phe Tyr Leu Thr 
15 

Phe He Pro Phe 
30 

Phe He Leu He 
45 

Tyr Tyr Leu Leu 



Ser Thr Leu Pro 
80 

He Tyr Phe Gly 
95 

Ser Phe Met Glu 
110 

Val Ala He Cys 
125 

Gin Val Val Arg 



Thr He Pro He 
160 

Val Val Leu Ser 
175 

Ala Cys Thr Asp 
190 

Val Phe Thr Val 
205 

Leu He Leu His 



Arg Ala Phe Gin 
240 

Phe Val Pro Met 
255 

Ala Pro Pro Ala 
270 

Pro Pro Met Leu 
285 
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Asn Pro lie lie Tyr Ser lie Lys Thr Lys Glu lie His Arg Ala lie 
290 295 300 

lie Lys Phe Leu Gly Leu, Lys Lys Ala Ser Lys 
305 310 315 



<210> 83 

<211> 969 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (3) . . (950) 

<400> 83 

ca gtg gtg tct gaa ttt gta ctg ttg gga etc tgt agt tct caa aaa 47 

Val Val Ser Glu Phe Val Leu Leu Gly Leu Cys Ser Ser Gin Lys 
15 10 15 

etc cag ctt ttc tat ttt tgt ttc ttc tct gtg ttg tat aca gtc att 95 
Leu Gin Leu Phe Tyr Phe Cys Phe Phe Ser Val Leu Tyr Thr Val lie 
20 25 30 

gtg ctg gga aat ctt etc att ate etc aca gtg act tct gat acc age 143 
Val Leu Gly Asn Leu Leu lie lie Leu Thr Val Thr Ser Asp Thr Ser 
35 40 45 

ctg cac tec cct atg tac ttt etc ttg gga aac ctt tec ttt gtt gac 191 
Leu His Ser Pro Met Tyr Phe Leu Leu Gly Asn Leu Ser Phe Val Asp 
50 55 60 

att tgt cag get tct ttt get acc cct aaa atg att gca gat ttt ctg 239 
lie Cys Gin Ala Ser Phe Ala Thr Pro Lys Met lie Ala Asp Phe Leu 
65 70 75 

agt gca cac gag acc ata tct ttc agt ggc tgc ata gee caa att ttc 287 
Ser Ala His Glu Thr lie Ser Phe Ser Gly Cys lie Ala Gin lie Phe 
80 85 90 95 

ttt att cac ctt ttt act gga ggg gag atg gtg eta ctt gtt teg atg 335 
Phe lie His Leu Phe Thr Gly Gly Glu Met Val Leu Leu Val Ser Met 
100 105 110 

gee tat gac agg tat gta gee ata tgc aaa ccc tta tac tat gtg gtc 3 83 
Ala Tyr Asp Arg Tyr Val Ala lie Cys Lys Pro Leu Tyr Tyr Val Val 
115 120 125 

ate atg age cga agg aca tgc act gtc ttg gta atg ate tec tgg get 431 
lie Met Ser Arg Arg Thr Cys Thr Val Leu Val Met lie Ser Trp Ala 
130 135 140 

gtg age ttg gtg cac aca tta age cag tta tea ttt act gtg aac ctg 479 
Val Ser Leu Val His Thr Leu Ser Gin Leu Ser Phe Thr Val Asn Leu 
145 150 155 
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cct ttt tgt gga cct aat gta gta gac age ttt ttt tgt gat ctt cct 527 
Pro Phe Cys Gly Pro Asn Val Val Asp Ser Phe Phe Cys Asp Leu Pro 
160 165 170 175 



cga gtc acc aaa ctt gec tgc ctg gac tct tac ate att gaa ata eta 575 
Arg Val Thr Lys Leu Ala Cys Leu Asp Ser Tyr He He Glu He Leu 
180 185 190 

att gtg gtc aat agt gga att ctt tec eta age act ttc tct etc ttg 623 
He Val Val Asn Ser Gly He Leu Ser Leu Ser Thr Phe Ser Leu Leu 
195 200 205 

gtc age tec tac ate att att ctt gtt aca gtt tgg etc aag tct tea 671 
Val Ser Ser Tyr He He He Leu Val Thr Val Trp Leu Lys Ser Ser 
210 215 220 

get gca atg gca aag gca ttt tct acg ctg get tec cat att gca gta 719 
Ala Ala Met Ala Lys Ala Phe Ser Thr Leu Ala Ser His He Ala Val 
225 230 235 

gta ata tta ttc ttt gga cct tgc ate ttc ate tat gtg tgg ccc ttt 767 
Val He Leu Phe Phe Gly Pro Cys He Phe He Tyr Val Trp Pro Phe 
240 245 250 255 

acc ate tct cct ttg gat aaa ttt ctt gee ata ttt tac act gtt ttc 815 
Thr lie Ser Pro Leu Asp Lys Phe Leu Ala lie Phe Tyr Thr Val Phe 
260 265 270 

acc ccc gtc eta aac ccc att att tat aca eta agg aat agg gat atg 863 
Thr Pro Val Leu Asn Pro He He Tyr Thr Leu Arg Asn Arg Asp Met 
275 280 285 

aag get gee gta agg aaa att gtg aac cat tac ctg agg cca agg aga 911 
Lys Ala Ala Val Arg Lys lie Val Asn His Tyr Leu Arg Pro Arg Arg 
290 295 300 

att tct gaa atg tea eta gta gtg aga act tec ttt cat taagacaaaa 960 
lie Ser Glu Met Ser Leu Val Val Arg Thr Ser Phe His 
305 310 315 

ctccttcaa 969 



<210> 84 
<211> 316 
<212> PRT 

<213> Homo sapiens 
<400> 84 

Val Val Ser Glu Phe Val Leu Leu Gly Leu Cys Ser Ser Gin Lys Leu 
15 10 15 

Gin Leu Phe Tyr Phe Cys Phe Phe Ser Val Leu Tyr Thr Val He Val 
20 25 30 

Leu Gly Asn Leu Leu He He Leu Thr Val Thr Ser Asp Thr Ser Leu 

119 



35 



40 



45 



His Ser Pro Met Tyr Phe Leu Leu Gly Asn Leu Ser Phe Val Asp lie 
50 55 60 

Cys Gin Ala Ser Phe Ala Thr Pro Lys Met lie Ala Asp Phe Leu Ser 
65 70 75 80 

Ala His Glu Thr lie Ser Phe Ser Gly Cys lie Ala Gin lie Phe Phe 
85 90 95 

lie His Leu Phe Thr Gly Gly Glu Met Val Leu Leu Val Ser Met Ala 
100 105 110 

Tyr Asp Arg Tyr Val Ala lie Cys Lys Pro Leu Tyr Tyr Val Val lie 
115 120 125 

Met Ser Arg Arg Thr Cys Thr Val Leu Val Met lie Ser Trp Ala Val 
130 135 140 

Ser Leu Val His Thr Leu Ser Gin Leu Ser Phe Thr Val Asn Leu Pro 
145 150 155 160 

Phe Cys Gly Pro Asn Val Val Asp Ser Phe Phe Cys Asp Leu Pro Arg 
165 170 175 

Val Thr Lys Leu Ala Cys Leu Asp Ser Tyr lie lie Glu lie Leu lie 
180 185 190 

Val Val Asn Ser Gly lie Leu Ser Leu Ser Thr Phe Ser Leu Leu Val 
195 200 205 

Ser Ser Tyr lie lie lie Leu Val Thr Val Trp Leu Lys Ser Ser Ala 
210 215 220 

Ala Met Ala Lys Ala Phe Ser Thr Leu Ala Ser His He Ala Val Val 
225 230 235 240 

He Leu Phe Phe Gly Pro Cys He Phe He Tyr Val Trp Pro Phe Thr 
245 250 255 

He Ser Pro Leu Asp Lys Phe Leu Ala He Phe Tyr Thr Val Phe Thr 
260 265 270 

Pro Val Leu Asn Pro He He Tyr Thr Leu Arg Asn Arg Asp Met Lys 
275 280 285 

Ala Ala Val Arg Lys He Val Asn His Tyr Leu Arg Pro Arg Arg He 
290 295 300 

Ser Glu Met Ser Leu Val Val Arg Thr Ser Phe His 
305 310 315 



<210> 85 
<211> 934 



120 



<212> DNA 

<213> Homo sapiens 



cag ctg get ctg atg etc cca ctg ccc ttc tgt ggc ccc aac att ttg 
Gin Leu Ala Leu Met Leu Pro Leu Pro Phe Cys Gly Pro Asn lie Leu 
160 165 170 

gat aac ttc tac tgt gat gtt ccc caa gta ctg aga ctt gec tgc act 
Asp Asn Phe Tyr Cys Asp Val Pro Gin Val Leu Arg Leu Ala Cys Thr 
175 180 185 190 

gac acc tea ctg ctg gag ttc etc aag ate tec aac agt ggg ctg ctg 

121 



50 



98 



146 



<220> 
<221> CDS 
<222> (9) . . (929) 

<400> 85 

aaaacacc atg gaa aca ggg aac etc acg tgg gta tea gac ttt gtc ttc 

Met Glu Thr Gly Asn Leu Thr Trp Val Ser Asp Phe Val Phe 
15 10 

ctg ggg etc teg cag act egg gag etc cag cgt ttc ctg ttt eta atg 
Leu Gly Leu Ser Gin Thr Arg Glu Leu Gin Arg Phe Leu Phe Leu Met 
15 20 25 30 

ttc ctg ttt gtc tac ate acc act gtt atg gga aac ate ctt ate ate 
Phe Leu Phe Val Tyr lie Thr Thr Val Met Gly Asn lie Leu lie lie 
35 40 45 

ate aca gtg acc tct gat tec cag etc cac aca ccc atg tac ttt ctg 194 
lie Thr Val Thr Ser Asp Ser Gin Leu His Thr Pro Met Tyr Phe Leu 
50 55 60 

etc cga aac ctg get gtc eta gac etc tgt ttc tct tea gtc act get 242 
Leu Arg Asn Leu Ala Val Leu Asp Leu Cys Phe Ser Ser Val Thr Ala 
65 70 75 

ccc aaa atg eta gtg gac etc etc tct gag aag aaa acc ate tct tac 
Pro Lys Met Leu Val Asp Leu Leu Ser Glu Lys Lys Thr lie Ser Tyr 
80 85 90 

cag ggc tgc atg ggt cag ate ttc ttc ttc cac ttt ttg gga ggt gee 
Gin Gly Cys Met Gly Gin lie Phe Phe Phe His Phe Leu Gly Gly Ala 
95 " ~ " 100 105 HO 

atg gtc ttc ttc etc tea gtg atg gee ttt gac cgc etc att gee ate 
Met Val Phe Phe Leu Ser Val Met Ala Phe Asp Arg Leu lie Ala lie 
115 120 125 

tec egg ccc etc cgc tat gtc acc gtc atg aac act cag etc tgg gtg 434 
Ser Arg Pro Leu Arg Tyr Val Thr Val Met Asn Thr Gin Leu Trp Val 
130 135 140 

ggg ctg gtg gta gee acc tgg gtg gga ggc ttt gtc cac tct att gtc 482 
Gly Leu Val Val Ala Thr Trp Val Gly Gly Phe Val His Ser lie Val 
145 150 155 



290 



338 



386 



530 



578 



626 



Asp Thr Ser Leu Leu Glu Phe Leu Lys lie Ser Asn Ser Gly Leu Leu 
195 200 205 



gat gtc gtc tgg ttc ttc etc etc ctg atg tec tac tta ttc ate ctg 674 

Asp Val Val Trp Phe Phe Leu Leu Leu Met Ser Tyr Leu Phe lie Leu 

210 215 220 

gtg atg ctg agg tea cat cca ggg gag gca aga agg aag gca get tec 722 

Val Met Leu Arg Ser His Pro Gly Glu Ala Arg Arg Lys Ala Ala Ser 

225 230 235 

acc tgc ace ace cac ate ate gtg gtt tec atg ate ttc gtt cca age 770 

Thr Cys Thr Thr His He He Val Val Ser Met He Phe Val Pro Ser 

240 245 250 

att tac etc tat gee egg ccc ttc act cca ttc cct atg gac aag ctt 818 

He Tyr Leu Tyr Ala Arg Pro Phe Thr Pro Phe Pro Met Asp Lys Leu 

255 260 265 270 

gtg tec ate ggc cac aca gtc atg acc ccc atg etc aac ccc atg ate 866 

Val Ser He Gly His Thr Val Met Thr Pro Met Leu Asn Pro Met He 

275 280 285 

tat aac ctg agg aac ccg gac atg cag gca gca gtg aga aga tta ggg 914 

Tyr Asn Leu Arg Asn Pro Asp Met Gin Ala Ala Val Arg Arg Leu Gly 

290 295 300 

aga cac egg ctg gtt tgaga 934 
Arg His Arg Leu Val 
305 



<210> 86 
<211> 307 
<212> PRT 

<213> Homo sapiens 
<400> 86 

Met Glu Thr Gly Asn Leu Thr Trp Val Ser Asp Phe Val Phe Leu Gly 
15 10 15 

Leu Ser Gin Thr Arg Glu Leu Gin Arg Phe Leu Phe Leu Met Phe Leu 
20 25 30 

Phe Val Tyr He Thr Thr Val Met Gly Asn lie Leu He He He Thr 
35 40 45 

Val Thr Ser Asp Ser Gin Leu His Thr Pro Met Tyr Phe Leu Leu Arg 
50 55 60 

Asn Leu Ala Val Leu Asp Leu Cys Phe Ser Ser Val Thr Ala Pro Lys 
65 70 75 80 

Met Leu Val Asp Leu Leu Ser Glu Lys Lys Thr He Ser Tyr Gin Gly 
85 90 95 



Cys Met Gly Gin He Phe Phe Phe His Phe Leu Gly Gly Ala Met Val 

122 



100 



105 



110 



Phe Phe Leu Ser Val Met Ala Phe Asp Arg Leu He Ala He Ser Arg 
115 120 125 

Pro Leu Arg Tyr Val Thr Val Met Asn Thr Gin Leu Trp Val Gly Leu 
130 135 140 

Val Val Ala Thr Trp Val Gly Gly Phe Val His Ser He Val Gin Leu 
145 150 155 160 

Ala Leu Met Leu Pro Leu Pro Phe Cys Gly Pro Asn He Leu Asp Asn 
165 170 175 

Phe Tyr Cys Asp Val Pro Gin Val Leu Arg Leu Ala Cys Thr Asp Thr 
180 185 190 

Ser Leu Leu Glu Phe Leu Lys He Ser Asn Ser Gly Leu Leu Asp Val 
195 200 205 

Val Trp Phe Phe Leu Leu Leu Met Ser Tyr Leu Phe He Leu Val Met 
210 215 220 

Leu Arg Ser His Pro Gly Glu Ala Arg Arg Lys Ala Ala Ser Thr Cys 
225 230 235 240 

Thr Thr His He He Val Val Ser Met He Phe Val Pro Ser He Tyr 
245 250 255 

Leu Tyr Ala Arg Pro Phe Thr Pro Phe Pro Met Asp Lys Leu Val Ser 
260 265 270 

lie Gly His Thr Val Met Thr Pro Met Leu Asn Pro Met lie Tyr Asn 
275 280 285 

Leu Arg Asn Pro Asp Met Gin Ala Ala Val Arg Arg Leu Gly Arg His 
290 295 300 



Arg Leu Val 
305 



<210> 87 

<211> 897 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (3) . . (890) 

<400> 87 

ac cct gag ggg caa aag gtt tta ttt gtc aca ttc tta eta ate tac 
Pro Glu Gly Gin Lys Val Leu Phe Val Thr Phe Leu Leu He Tyr 
15 10 15 



123 



atg gtg acg ata atg ggc aac ctg ctt ate ata gtg acc ate atg gec 95 
Met Val Thr He Met Gly Asn Leu Leu He He Val Thr He Met Ala 
20 25 30 

age cag tec ctg ggt tec ccc atg tac ttt ttt ctg get tct tta tea 143 
Ser Gin Ser Leu Gly Ser Pro Met Tyr Phe Phe Leu Ala Ser Leu Ser 
35 40 45 

ttc ata gat acc gtc tat tct act gca ttt get ccc aaa atg att gtt 191 
Phe He Asp Thr Val Tyr Ser Thr Ala Phe Ala Pro Lys Met He Val 
50 55 60 

gac ttg etc tct gag aaa aag acc att tec ttt cag ggt tgt atg get 239 
Asp Leu Leu Ser Glu Lys Lys Thr He Ser Phe Gin Gly Cys Met Ala 
65 70 75 

caa ctt ttt atg gat cat tta ttt get ggt get gaa gtc att ctt ctg 287 
Gin Leu Phe Met Asp His Leu Phe Ala Gly Ala Glu Val He Leu Leu 
80 85 90 95 

gtg gta atg gee tat gat cga tac atg gee ate tgt aag cct ctt cat 335 
Val Val Met Ala Tyr Asp Arg Tyr Met Ala He Cys Lys Pro Leu His 
100 105 110 

gaa ttg ate acc atg aat cgt cga gtc tgt gtt ctt atg ctg ttg gcg 383 
Glu Leu He Thr Met Asn Arg Arg Val Cys Val Leu Met Leu Leu Ala 
115 120 125 

gec tgg att gga ggc ttt ctt cac tea ttg gtt caa ttt etc ttt att 431 
Ala Trp He Gly Gly Phe Leu His Ser Leu Val Gin Phe Leu Phe He 
130 135 140 

tat cag etc cct ttc tgt gga ccc aat gtc att gac aac ttc ctg tgt 479 
Tyr Gin Leu Pro Phe Cys Gly Pro Asn Val He Asp Asn Phe Leu Cys 
145 150 155 

gat ttg tat ccc tta ttg aaa ctt get tgc acc aat acc tat gtc act 527 
Asp Leu Tyr Pro Leu Leu Lys Leu Ala Cys Thr Asn Thr Tyr Val Thr 
160 165 170 175 

ggg ctt tct atg ata get aat gga gga gcg att tgt get gtc acc ttc 575 
Gly Leu Ser Met He Ala Asn Gly Gly Ala He Cys Ala Val Thr Phe 
180 185 190 

ttc act ate ctg ctt tec tat ggg gee ata tta cac tct ctt aag act 623 
Phe Thr lie Leu Leu Ser Tyr Gly Ala lie Leu His Ser Leu Lys Thr 
195 200 205 

cag agt ttg gaa ggg aaa cga aaa get ttc tac acc tgt gca tec cac 671 
Gin Ser Leu Glu Gly Lys Arg Lys Ala Phe Tyr Thr Cys Ala Ser His 
210 215 220 

gtc act gtg gtc att tta ttc ttt gtc ccc tgt ate ttc ttg tat gca 719 
Val Thr Val Val lie Leu Phe Phe Val Pro Cys He Phe Leu Tyr Ala 
225 230 235 



agg ccc aat tct act ttt ccc att gat aaa tec atg act gta gtt eta 767 

124 



Arg Pro Asn Ser 
240 

act ttt ata act 
Thr Phe lie Thr 



gca gaa atg aaa 
Ala Glu Met Lys 
275 

tta get ggg aaa 
Leu Ala Gly Lys 
290 



Thr Phe Pro lie Asp 
245 

ccc atg ctg aac cca 
Pro Met Leu Asn Pro 
260 

agt gec atg agg aaa 
Ser Ala Met Arg Lys 
280 

tgg ctg tat cac tea 
Trp Leu Tyr His Ser 
295 



Lys Ser Met Thr 
250 

eta ate tat ace 
Leu lie Tyr Thr 
265 

ctt tgg agt aaa 
Leu Trp Ser Lys 



tgagaat 



Val Val Leu 
255 

ctg aag aat 815 
Leu Lys Asn 
270 

aaa gta age 863 

Lys Val Ser 

285 

897 



<210> 88 
<211> 296 
<212> PRT 

<213> Homo sapiens 
<400> 88 

Pro Glu Gly Gin Lys Val Leu Phe Val Thr Phe Leu Leu lie Tyr Met 
15 10 15 

Val Thr lie Met Gly Asn Leu Leu lie lie Val Thr lie Met Ala Ser 
20 25 30 

Gin Ser Leu Gly Ser Pro Met Tyr Phe Phe Leu Ala Ser Leu Ser Phe 
35 40 45 

lie Asp Thr Val Tyr Ser Thr Ala Phe Ala Pro Lys Met lie Val Asp 
50 55 60 

Leu Leu Ser Glu Lys Lys Thr lie Ser Phe Gin Gly Cys Met Ala Gin 
65 70 75 80 

Leu Phe Met Asp His Leu Phe Ala Gly Ala Glu Val lie Leu Leu Val 
85 90 95 

Val Met Ala Tyr Asp Arg Tyr Met Ala lie Cys Lys Pro Leu His Glu 
100 105 110 

Leu lie Thr Met Asn Arg Arg Val Cys Val Leu Met Leu Leu Ala Ala 
115 120 125 

Trp lie Gly Gly Phe Leu His Ser Leu Val Gin Phe Leu Phe lie Tyr 
130 135 140 

Gin Leu Pro Phe Cys Gly Pro Asn Val lie Asp Asn Phe Leu Cys Asp 
145 150 155 160 

Leu Tyr Pro Leu Leu Lys Leu Ala Cys Thr Asn Thr Tyr Val Thr Gly 
165 170 175 

Leu Ser Met lie Ala Asn Gly Gly Ala lie Cys Ala Val Thr Phe Phe 
180 185 190 



125 



Thr lie Leu Leu Ser Tyr Gly Ala lie Leu His Ser Leu Lys Thr Gin 
195 200 205 



Ser Leu Glu Gly Lys Arg Lys Ala Phe Tyr Thr Cys Ala Ser His Val 
210 215 220 

Thr Val Val He Leu Phe Phe Val Pro Cys He Phe Leu Tyr Ala Arg 
225 230 235 240 

Pro Asn Ser Thr Phe Pro He Asp Lys Ser Met Thr Val Val Leu Thr 
245 250 255 

Phe He Thr Pro Met Leu Asn Pro Leu He Tyr Thr Leu Lys Asn Ala 
260 265 270 

Glu Met Lys Ser Ala Met Arg Lys Leu Trp Ser Lys Lys Val Ser Leu 
275 280 285 

Ala Gly Lys Trp Leu Tyr His Ser 
290 295 



<210> 89 
<211> 989 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (3) . . (947) 

<400> 89 

tg aag ata gca aac aac aca gta gtg aca gaa ttt ate etc ctt ggt 4 7 
Lys He Ala Asn Asn Thr Val Val Thr Glu Phe He Leu Leu Gly 
15 10 15 

ctg act cag tct caa gat att cag etc ttg gtc ttt gtg ctg ate tta 95 
Leu Thr Gin Ser Gin Asp lie Gin Leu Leu Val Phe Val Leu He Leu 
20 25 30 

att ttc tac ctt ate ate etc cct gga aat ttt etc att att ttc acc 143 
He Phe Tyr Leu He He Leu Pro Gly Asn Phe Leu He He Phe Thr 
35 40 45 

ata agg tea gac cct ggg etc aca gec ccc etc tat tta ttt ctg ggc 191 
He Arg Ser Asp Pro Gly Leu Thr Ala Pro Leu Tyr Leu Phe Leu Gly 
50 55 60 

aac ttg gec ttc ctg gat gca tec tac tec ttc att gtg get ccc agg 239 
Asn Leu Ala Phe Leu Asp Ala Ser Tyr Ser Phe He Val Ala Pro Arg 
65 70 75 

atg ttg gtg gac ttc etc tct gag aag aag gca ate tec tac aga ggc 287 
Met Leu Val Asp Phe Leu Ser Glu Lys Lys Ala He Ser Tyr Arg Gly 
80 85 90 95 



126 



tgc ate act cag etc ttt ttc ttg cac ttc ctt gga gga ggg gag gga 
Cys lie Thr Gin Leu Phe Phe Leu His Phe Leu Gly Gly Gly Glu Gly 
100 105 110 

tta etc ctt gtt gtg atg gec ttt gac cgc tac ate gee ate tgc egg 
Leu Leu Leu Val Val Met Ala Phe Asp Arg Tyr lie Ala lie Cys Arg 
115 120 125 

cct ctg cac tgt tea act gtc atg aac cct aga gee tgc tat gca atg 
Pro Leu His Cys Ser Thr Val Met Asn Pro Arg Ala Cys Tyr Ala Met 
130 135 140 

atg ttg get ctg tgg ctt ggg ggt ttt gtc cac tec att ate cag gtg 
Met Leu Ala Leu Trp Leu Gly Gly Phe Val His Ser lie lie Gin Val 
145 150 155 

gtc etc ate etc cgc ttg cct ttt tgt ggc cca aac cag ctg gac aac 
Val Leu lie Leu Arg Leu Pro Phe Cys Gly Pro Asn Gin Leu Asp Asn 
160 165 170 175 

ttc ttc tgt gat gtc cga cag gtc ate aag ctg get tgc ace gac atg 
Phe Phe Cys Asp Val Arg Gin Val lie Lys Leu Ala Cys Thr Asp Met 
180 185 190 

ttt gtg gtg gag ctt ctg atg gtc ttc aac agt ggc ctg atg aca etc 
Phe Val Val Glu Leu Leu Met Val Phe Asn Ser Gly Leu Met Thr Leu 
195 200 205 

ctg tgc ttt ctg ggg ctt ctg get tec tat gca gtc ate etc tgc cat 
Leu Cys Phe Leu Gly Leu Leu Ala Ser Tyr Ala Val lie Leu Cys His 
210 215 220 

gtt cgt agg gca get tct gaa ggg aag aac aag gee atg tec aca tgc 
Val Arg Arg Ala Ala Ser Glu Gly Lys Asn Lys Ala Met Ser Thr Cys 
225 230 235 

ace act cgt gtc att att ata ctt ctt atg ttt gga cct get ate ttc 
Thr Thr Arg Val He He He Leu Leu Met Phe Gly Pro Ala He Phe 
240 245 250 255 

ate tac atg tgc cct ttc agg gee tta cca get gac aag atg gtt tct 
He Tyr Met Cys Pro Phe Arg Ala Leu Pro Ala Asp Lys Met Val Ser 
260 265 270 

etc ttt cac aca gtg ate ttt cca ttg atg aat cct atg att tat ace 
Leu Phe His Thr Val He Phe Pro Leu Met Asn Pro Met He Tyr Thr 
275 280 285 

ctt cgc aac cag gaa gtg aaa act tec atg aag agg tta ttg agt cga 
Leu Arg Asn Gin Glu Val Lys Thr Ser Met Lys Arg Leu Leu Ser Arg 
290 295 300 

cat gta gtc tgt caa gtg gat ttt ata ata aga aac tgagaaggag 
His Val Val Cys Gin Val Asp Phe He He Arg Asn 
305 310 315 



127 



gaattctggc tggaattcat atcattcatt ta 



989 



<210> 90 
<211> 315 
<212> PRT 

<213> Homo sapiens 



<400> 90 
Lys lie Ala Asn 
1 

Thr Gin Ser Gin 
20 

Phe Tyr Leu lie 
35 

Arg Ser Asp Pro 
50 



Asn Thr Val Val 
5 

Asp lie Gin Leu 

lie Leu Pro Gly 
40 

Gly Leu Thr Ala 
55 



Thr Glu Phe lie 
10 

Leu Val Phe Val 
25 

Asn Phe Leu lie 



Pro Leu Tyr Leu 
60 



Leu Leu Gly Leu 
15 

Leu lie Leu lie 
30 

lie Phe Thr lie 
45 

Phe Leu Gly Asn 



Leu Ala Phe Leu Asp Ala Ser Tyr Ser Phe lie Val Ala Pro Arg Met 
65 70 75 80 

Leu Val Asp Phe Leu Ser Glu Lys Lys Ala lie Ser Tyr Arg Gly Cys 
85 90 95 

lie Thr Gin Leu Phe Phe Leu His Phe Leu Gly Gly Gly Glu Gly Leu 
100 105 110 

Leu Leu Val Val Met Ala Phe Asp Arg Tyr lie Ala lie Cys Arg Pro 
115 120 125 

Leu His Cys Ser Thr Val Met Asn Pro Arg Ala Cys Tyr Ala Met Met 
130 135 140 

Leu Ala Leu Trp Leu Gly Gly Phe Val His Ser lie lie Gin Val Val 
145 150 155 160 

Leu lie Leu Arg Leu Pro Phe Cys Gly Pro Asn Gin Leu Asp Asn Phe 
165 170 175 

Phe Cys Asp Val Arg Gin Val lie Lys Leu Ala Cys Thr Asp Met Phe 
180 185 190 

Val Val Glu Leu Leu Met Val Phe Asn Ser Gly Leu Met Thr Leu Leu 
195 200 205 

Cys Phe Leu Gly Leu Leu Ala Ser Tyr Ala Val He Leu Cys His Val 
210 215 220 

Arg Arg Ala Ala Ser Glu Gly Lys Asn Lys Ala Met Ser Thr Cys Thr 
225 230 235 240 

Thr Arg Val He He He Leu Leu Met Phe Gly Pro Ala He Phe He 
245 250 255 



128 



Tyr Met Cys Pro Phe Arg Ala Leu Pro Ala Asp Lys Met Val Ser Leu 
260 265 270 



Phe His Thr Val lie Phe Pro Leu Met Asn Pro Met He Tyr Thr Leu 
275 280 285 

Arg Asn Gin Glu Val Lys Thr Ser Met Lys Arg Leu Leu Ser Arg His 
290 295 300 

Val Val Cys Gin Val Asp Phe He He Arg Asn 
305 310 315 



<210> 91 
<211> 963 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (2) . . (955) 

<400> 91 

c atg gaa ggc aac cag aca tgg ate aca gac ate ace ctg ctg gga ttc 49 
Met Glu Gly Asn Gin Thr Trp He Thr Asp He Thr Leu Leu Gly Phe 
15 10 15 

cag gtt ggt cca gca ctg gcg att etc etc tgt gga etc ttc tct gtc 97 
Gin Val Gly Pro Ala Leu Ala He Leu Leu Cys Gly Leu Phe Ser Val 
20 25 30 

ttc tat aca etc acc ctg ctg ggg aat ggg gtc ate ttt ggg att ate 145 
Phe Tyr Thr Leu Thr Leu Leu Gly Asn Gly Val He Phe Gly He He 
35 40 45 

tgc ctg gac tct aag ctt cac aca ccc atg tac ttc ttc etc tea cac 193 
Cys Leu Asp Ser Lys Leu His Thr Pro Met Tyr Phe Phe Leu Ser His 
50 55 60 

ctg gec ate att gac atg tec tat get tec aac aat gtt ccc aag atg 241 
Leu Ala He He Asp Met Ser Tyr Ala Ser Asn Asn Val Pro Lys Met 
65 70 75 80 

ttg gca aac eta atg aac cag aaa aga acc ate tec ttt gtt cca tgc 289 
Leu Ala Asn Leu Met Asn Gin Lys Arg Thr He Ser Phe Val Pro Cys 
85 90 95 

ata atg cag act ttt ttg tat ttg get ttt get gtt aca gag tgc ctg 337 
He Met Gin Thr Phe Leu Tyr Leu Ala Phe Ala Val Thr Glu Cys Leu 
100 105 110 

att ttg gtg gtg atg tec tat gat agg tat gtg gec ate tgc cac cct 385 
He Leu Val Val Met Ser Tyr Asp Arg Tyr Val Ala He Cys His Pro 
115 120 125 



ttc cag tac act gtc ate atg age tgg aga gtg tgc acg ate ctg gtt 433 

129 



Phe Gin Tyr Thr Val He Met Ser Trp Arg Val Cys Thr He Leu Val 
130 135 140 



etc acg tec tgg tea tgt ggg ttt gee ctg tec ctg gta cat gaa att 481 
Leu Thr Ser Trp Ser Cys Gly Phe Ala Leu Ser Leu Val His Glu He 
14 5 150 155 160 

etc ctt eta agg ttg ccc ttc tgt ggg ccc egg gat gtg aac cac etc 529 
Leu Leu Leu Arg Leu Pro Phe Cys Gly Pro Arg Asp Val Asn His Leu 
165 170 175 

ttc tgt gaa att ctg tct gtc etc aag ctg gec tgt get gac ace tgg 577 
Phe Cys Glu lie Leu Ser Val Leu Lys Leu Ala Cys Ala Asp Thr Trp 
180 185 190 

gtt aac caa gtg gtc ata ttt get acc tgt gtg ttt gtc tta gtc ggg 625 
Val Asn Gin Val Val He Phe Ala Thr Cys Val Phe Val Leu Val Gly 
195 200 205 

cct ctt tec ttg att ctg gtc tec tac atg cac ate etc ggg gee ate 673 
Pro Leu Ser Leu He Leu Val Ser Tyr Met His He Leu Gly Ala He 
210 215 220 

ctg aag ate cag aca aag gag ggc cgc ata aag gec ttc tec acc tgc 721 
Leu Lys He Gin Thr Lys Glu Gly Arg He Lys Ala Phe Ser Thr Cys 
225 230 235 240 

tec tec cac ctg tgt gtg gtt gga eta ttc ttt ggc ata gee atg gtg 769 
Ser Ser His Leu Cys Val Val Gly Leu Phe Phe Gly He Ala Met Val 
245 250 255 

gtt tac atg gtc cca gac tct aat caa cga gag gag cag gag aaa atg 817 
Val Tyr Met Val Pro Asp Ser Asn Gin Arg Glu Glu Gin Glu Lys Met 
260 265 270 

ctg tec ctg ttt cac agt gtc ttg aac cca atg ctg aac ccc ctg ate 865 
Leu Ser Leu Phe His Ser Val Leu Asn Pro Met Leu Asn Pro Leu He 
275 280 285 

tac age ctg agg aat get cag ttg aag ggc gee etc cac aga gca etc 913 
Tyr Ser Leu Arg Asn Ala Gin Leu Lys Gly Ala Leu His Arg Ala Leu 
290 295 300 

cag agg aag agg tec atg aga acg gtg tat ggg ctt tgc ctt taaaacat 963 
Gin Arg Lys Arg Ser Met Arg Thr Val Tyr Gly Leu Cys Leu 
305 310 315 



<210> 92 
<211> 318 
<212> PRT 

<213> Homo sapiens 
<400> 92 

Met Glu Gly Asn Gin Thr Trp He Thr Asp He Thr Leu Leu Gly Phe 
1 5 io 15 

130 



Gin Val Gly Pro Ala Leu Ala lie Leu Leu Cys Gly Leu Phe Ser Val 
20 25 30 



Phe Tyr Thr Leu Thr Leu Leu Gly Asn Gly Val lie Phe Gly lie lie 
3 5 4 0 4 5 

Cys Leu Asp Ser Lys Leu His Thr Pro Met Tyr Phe Phe Leu Ser His 
50 55 60 

Leu Ala He He Asp Met Ser Tyr Ala Ser Asn Asn Val Pro Lys Met 
65 70 75 80 

Leu Ala Asn Leu Met Asn Gin Lys Arg Thr He Ser Phe Val Pro Cys 
85 90 95 

He Met Gin Thr Phe Leu Tyr Leu Ala Phe Ala Val Thr Glu Cys Leu 
100 105 HO 

He Leu Val Val Met Ser Tyr Asp Arg Tyr Val Ala He Cys His Pro 
115 120 125 

Phe Gin Tyr Thr Val He Met Ser Trp Arg Val Cys Thr He Leu Val 
130 135 140 

Leu Thr Ser Trp Ser Cys Gly Phe Ala Leu Ser Leu Val His Glu He 
145 150 155 160 

Leu Leu Leu Arg Leu Pro Phe Cys Gly Pro Arg Asp Val Asn His Leu 
165 170 175 

Phe Cys Glu He Leu Ser Val Leu Lys Leu Ala Cys Ala Asp Thr Trp 
180 185 190 

Val Asn Gin Val Val He Phe Ala Thr Cys Val Phe Val Leu Val Gly 
195 200 205 

Pro Leu Ser Leu He Leu Val Ser Tyr Met His He Leu Gly Ala He 
210 215 220 

Leu Lys He Gin Thr Lys Glu Gly Arg He Lys Ala Phe Ser Thr Cys 
225 230 235 240 

Ser Ser His Leu Cys Val Val Gly Leu Phe Phe Gly He Ala Met Val 
245 250 255 

Val Tyr Met Val Pro Asp Ser Asn Gin Arg Glu Glu Gin Glu Lys Met 
260 265 270 

Leu Ser Leu Phe His Ser Val Leu Asn Pro Met Leu Asn Pro Leu He 
275 280 285 

Tyr Ser Leu Arg Asn Ala Gin Leu Lys Gly Ala Leu His Arg Ala Leu 
290 295 300 

Gin Arg Lys Arg Ser Met Arg Thr Val Tyr Gly Leu Cys Leu 
305 310 315 
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<210> 93 

<211> 952 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (3) . . (932) 

<400> 93 

ga atg ggg gac aac caa tea egg gtc aca gaa ttc ate ctg gtt gga 47 

Met Gly Asp Asn Gin Ser Arg Val Thr Glu Phe He Leu Val Gly 
15 10 15 

ttc cag etc agt gtg gag atg gaa gtg etc etc ttc tgg ate ttc tec 95 
Phe Gin Leu Ser Val Glu Met Glu Val Leu Leu Phe Trp He Phe Ser 
20 25 30 

ctg tta tat etc ttc age ctg ctg gca aat ggc atg ate ttg ggg etc 143 
Leu Leu Tyr Leu Phe Ser Leu Leu Ala Asn Gly Met He Leu Gly Leu 
35 40 45 

ate tgt ctg gat ccc aga ctg cgc acc ccc atg tac ttc ttc ctg tea 191 
He Cys Leu Asp Pro Arg Leu Arg Thr Pro Met Tyr Phe Phe Leu Ser 
50 55 60 

cac ttg gee gtc att gac ata tac tat get tec age aat ttg etc aac 239 
His Leu Ala Val He Asp He Tyr Tyr Ala Ser Ser Asn Leu Leu Asn 
65 70 75 

atg ctg gaa aac eta gtg aaa cac aaa aaa act ate teg ttc ate tct 287 
Met Leu Glu Asn Leu Val Lys His Lys Lys Thr He Ser Phe He Ser 
80 85 90 95 

tgc att atg cag atg get ttg tat ttg act ttt get get gca gtg tgc 335 
Cys He Met Gin Met Ala Leu Tyr Leu Thr Phe Ala Ala Ala Val Cys 
100 105 110 

atg att ttg gtg gtg atg tec tat gac aga ttt gtg gcg ate tgc cat 383 
Met He Leu Val Val Met Ser Tyr Asp Arg Phe Val Ala He Cys His 
115 120 125 

ccc ctg cat tac act gtc ate atg aac tgg aga gtg tgc aca gta ctg 431 
Pro Leu His Tyr Thr Val He Met Asn Trp Arg Val Cys Thr Val Leu 
130 135 140 

get att act tec tgg gca tgt gga ttt tec ctg gee etc ata aat eta 479 
Ala He Thr Ser Trp Ala Cys Gly Phe Ser Leu Ala Leu He Asn Leu 
145 150 155 

att etc ctt eta agg ctg ccc ttc tgt ggg ccc cag gag gtg aac cac 527 
He Leu Leu Leu Arg Leu Pro Phe Cys Gly Pro Gin Glu Val Asn His 
160 165 170 175 



ttc ttc ggt gaa att ctg tct gtc etc aaa ctg gec tgt gca gac acc 575 
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Phe Phe Gly Glu lie Leu Ser Val Leu Lys Leu Ala Cys Ala Asp Thr 
180 185 190 



tgg att aat gaa att ttt gtc ttt get ggt ggt gtg ttt gtc tta gtc 623 
Trp lie Asn Glu He Phe Val Phe Ala Gly Gly Val Phe Val Leu Val 
195 200 205 

ggg ccc ctt tec ttg atg ctg ate tec tac atg cgc ate etc ttg gee 671 
Gly Pro Leu Ser Leu Met Leu He Ser Tyr Met Arg He Leu Leu Ala 
210 215 220 

ate ctg aag ate cag tea aag gag ggc cgc aaa aaa gec ttt tec acc 719 
He Leu Lys He Gin Ser Lys Glu Gly Arg Lys Lys Ala Phe Ser Thr 
225 230 235 

tgc tec tec cac etc tgt gtg gtt ggg ctt tac ttt ggc atg gee atg 76 7 
Cys Ser Ser His Leu Cys Val Val Gly Leu Tyr Phe Gly Met Ala Met 
240 245 250 255 

gtg gtt tac ctg gtc cca gac aac agt caa cga cag aag cag cag aaa 815 
Val Val Tyr Leu Val Pro Asp Asn Ser Gin Arg Gin Lys Gin Gin Lys 
260 265 270 

att etc acc ctg ttt tac age ctt ttc aac eca ttg ctg aac ccc etc 863 
He Leu Thr Leu Phe Tyr Ser Leu Phe Asn Pro Leu Leu Asn Pro Leu 
275 280 285 

ate tac age ctg egg aat get caa gtg aag ggt gee tta tac aga gca 911 
He Tyr Ser Leu Arg Asn Ala Gin Val Lys Gly Ala Leu Tyr Arg Ala 
290 295 300 

ctg cag aaa aag agg acc atg tgaatgaggg gagaattttg 952 
Leu Gin Lys Lys Arg Thr Met 
305 310 



<210> 94 
<211> 310 
<212> PRT 

<213> Homo sapiens 
<400> 94 

Met Gly Asp Asn Gin Ser Arg Val Thr Glu Phe He Leu Val Gly Phe 
15 10 15 

Gin Leu Ser Val Glu Met Glu Val Leu Leu Phe Trp He Phe Ser Leu 
20 25 30 

Leu Tyr Leu Phe Ser Leu Leu Ala Asn Gly Met He Leu Gly Leu He 
35 40 45 

Cys Leu Asp Pro Arg Leu Arg Thr Pro Met Tyr Phe Phe Leu Ser His 
50 55 60 

Leu Ala Val He Asp He Tyr Tyr Ala Ser Ser Asn Leu Leu Asn Met 
65 70 75 80 
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Leu Glu Asn Leu Val 
85 

He Met Gin Met Ala 
100 

He Leu Val Val Met 
115 

Leu His Tyr Thr Val 
130 

He Thr Ser Trp Ala 
145 

Leu Leu Leu Arg Leu 
165 

Phe Gly Glu He Leu 
180 

He Asn Glu lie Phe 
195 

Pro Leu Ser Leu Met 
210 

Leu Lys He Gin Ser 
225 

Ser Ser His Leu Cys 
245 

Val Tyr Leu Val Pro 
260 

Leu Thr Leu Phe Tyr 
275 

Tyr Ser Leu Arg Asn 
290 

Gin Lys Lys Arg Thr 
305 



Lys His Lys Lys Thr He 
90 

Leu Tyr Leu Thr Phe Ala 
105 

Ser Tyr Asp Arg Phe Val 
120 

He Met Asn Trp Arg Val 
135 

Cys Gly Phe Ser Leu Ala 
150 155 

Pro Phe Cys Gly Pro Gin 
170 

Ser Val Leu Lys Leu Ala 
185 

Val Phe Ala Gly Gly Val 
200 

Leu lie Ser Tyr Met Arg 
215 

Lys Glu Gly Arg Lys Lys 
230 235 

Val Val Gly Leu Tyr Phe 
250 

Asp Asn Ser Gin Arg Gin 
265 

Ser Leu Phe Asn Pro Leu 
280 

Ala Gin Val Lys Gly Ala 
295 

Met 
310 



Ser Phe lie Ser Cys 
95 

Ala Ala Val Cys Met 
110 

Ala lie Cys His Pro 
125 

Cys Thr Val Leu Ala 
140 

Leu lie Asn Leu lie 
160 

Glu Val Asn His Phe 
175 

Cys Ala Asp Thr Trp 
190 

Phe Val Leu Val Gly 
205 

He Leu Leu Ala lie 
220 

Ala Phe Ser Thr Cys 
240 

Gly Met Ala Met Val 
255 

Lys Gin Gin Lys He 
270 

Leu Asn Pro Leu He 
285 

Leu Tyr Arg Ala Leu 
300 



<210> 95 
<211> 973 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (31) . . (948) 

<400> 95 
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tgatgtatgc tccatggagc gggtcaatga gac tgt ggt gag aga ggt cat ctt 54 

Asp Cys Gly Glu Arg Gly His Leu 
1 5 



cct egg ctt tea 
Pro Arg Leu Ser 
10 

ttc ctg etc etc 
Phe Leu Leu Leu 
25 

tec ace att gtc 
Ser Thr lie Val 



ctt gee ate etc 
Leu Ala lie Leu 
60 

ccc aag atg ctg 
Pro Lys Met Leu 
75 

ctg ggc tgt gee 
Leu Gly Cys Ala 
90 

cac tec ttt ctg 
His Ser Phe Leu 
105 

tgt aac cca ctg 
Cys Asn Pro Leu 



gga eta gtg get 
Gly Leu Val Ala 
140 

ate aca tec ttg 
He Thr Ser Leu 
155 

cat cac ttc ttc 
His His Phe Phe 
170 

cat aac cac ttt 
His Asn His Phe 
185 

ctg get ate ccc 
Leu Ala He Pro 



tec ctg gee 
Ser Leu Ala 
15 

tac ctg ttc 
Tyr Leu Phe 
30 

ctg gac agg 
Leu Asp Arg 
45 

tct tgc tct 
Ser Cys Ser 



gtt gac ctg 
Val Asp Leu 



ate caa atg 
He Gin Met 
95 

ctg gca gtc 
Leu Ala Val 
110 

cgc tac tea 
Arg Tyr Ser 
125 

get gee tgt 
Ala Ala Cys 



gta ttt cac 
Val Phe His 



tgt gac att 
Cys Asp He 
175 

agt cag att 
Ser Gin He 
190 

tta ttg ttg 
Leu Leu Leu 
205 



a 99 ctg cag cag 
Arg Leu Gin Gin 



act ctg ggc ace 
Thr Leu Gly Thr 
35 

gee ctt cat ate 
Ala Leu His He 
50 

gag att tgc tac 
Glu He Cys Tyr 
65 

ctg tec cag aag 
Leu Ser Gin Lys 
80 

ttt tec ttc etc 
Phe Ser Phe Leu 



atg ggt tat gat 
Met Gly Tyr Asp 
115 

gtg eta atg gga 
Val Leu Met Gly 
130 

gee tgt ggc ttc 
Ala Cys Gly Phe 
145 

ctg cct ttt tat 
Leu Pro Phe Tyr 
160 

get cct gtc etc 
Ala Pro Val Leu 



gtc ate ttc atg 
Val He Phe Met 
195 

ate ttg gtg tec 
He Leu Val Ser 
210 



ctg etc ttt 
Leu Leu Phe 
20 

aat gca ate 
Asn Ala He 



ccc atg tac 
Pro Met Tyr 



acc ttc ate 
Thr Phe He 
70 

aag acc att 
Lys Thr lie 
85 

ttc ctt ggc 
Phe Leu Gly 
100 

cgt tac ata 
Arg Tyr lie 



cat ggg gtg 
His Gly Val 



act gtt gca 
Thr Val Ala 
150 

tec tec aat 
Ser Ser Asn 
165 

aag ctg gca 
Lys Leu Ala 
180 

etc tgt aca 
Leu Cys Thr 



tat gtt cac 
Tyr Val His 



gtt ate 102 
Val lie 



ate att 150 
He He 
40 

ttc ttc 198 
Phe Phe 
55 

att gta 246 
lie Val 



tct ttc 294 
Ser Phe 



tgc tct 342 
Cys Ser 



gee ate 390 
Ala lie 
120 

tgt atg 438 

Cys Met 

135 

cag ate 486 
Gin lie 



caa eta 534 
Gin Leu 



tct cac 582 
Ser His 



ttg gtc 630 
Leu Val 
200 

ate etc 678 

He Leu 

215 



tct gec ata ctt cag ttt cct tec aca ctg ggt agg tgc aaa get ttt 726 

135 



Ser Ala lie Leu Gin Phe Pro Ser Thr Leu Gly Arg Cys Lys Ala Phe 
220 225 230 



tct acc tgt gta tct cac etc att att gtc act gtc cac tat ggc tgt 774 
Ser Thr Cys Val Ser His Leu lie lie Val Thr Val His Tyr Gly Cys 
235 240 245 

gec tec ttt ate tac tta agg cct cag tec aac tac tec tea age cag 822 
Ala Ser Phe lie Tyr Leu Arg Pro Gin Ser Asn Tyr Ser Ser Ser Gin 
250 255 260 

gat get eta ata tea gta tec tac act att ata act cca ttg ttc aac 870 
Asp Ala Leu lie Ser Val Ser Tyr Thr lie lie Thr Pro Leu Phe Asn 
265 270 275 280 

cca atg att tat age ttg aga aat aaa gag ttc aaa tea get ctt tgt 918 
Pro Met lie Tyr Ser Leu Arg Asn Lys Glu Phe Lys Ser Ala Leu Cys 
285 290 295 

aaa att gtg aga aga aca att tec ctg ttg taaaattaat cttgattctg 968 
Lys lie Val Arg Arg Thr He Ser Leu Leu 
300 305 

gecag 973 



<210> 96 

<211> 306 

<212> PRT 

<213> Homo sapiens 

<400> 96 

Asp Cys Gly Glu Arg Gly His Leu Pro Arg Leu Ser Ser Leu Ala Arg 
15 10 15 

Leu Gin Gin Leu Leu Phe Val He Phe Leu Leu Leu Tyr Leu Phe Thr 
20 25 30 

Leu Gly Thr Asn Ala Xle He He Ser Thr He Val Leu Asp Arg Ala 
35 40 45 

Leu His lie Pro Met Tyr Phe Phe Leu Ala He Leu Ser Cys Ser Glu 
50 55 60 

He Cys Tyr Thr Phe He He Val Pro Lys Met Leu Val Asp Leu Leu 
65 70 75 80 

Ser Gin Lys Lys Thr He Ser Phe Leu Gly Cys Ala He Gin Met Phe 
85 90 95 

Ser Phe Leu Phe Leu Gly Cys Ser His Ser Phe Leu Leu Ala Val Met 
100 105 110 

Gly Tyr Asp Arg Tyr He Ala He Cys Asn Pro Leu Arg Tyr Ser Val 
115 120 125 



Leu Met Gly His Gly Val Cys Met Gly Leu Val Ala Ala Ala Cys Ala 
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130 



135 



140 



Cys Gly Phe Thr 
145 

Pro Phe Tyr Ser 



Pro Val Leu Lys 
180 

lie Phe Met Leu 
195 

Leu Val Ser Tyr 
210 

Thr Leu Gly Arg 
225 

lie Val Thr Val 



Gin Ser Asn Tyr 
260 

Thr lie lie Thr 
275 

Lys Glu Phe Lys 
290 



Val Ala Gin lie 
150 

Ser Asn Gin Leu 
165 

Leu Ala Ser His 



Cys Thr Leu Val 
200 

Val His lie Leu 
215 

Cys Lys Ala Phe 
230 

His Tyr Gly Cys 
245 

Ser Ser Ser Gin 



Pro Leu Phe Asn 
280 

Ser Ala Leu Cys 
295 



lie Thr Ser Leu 
155 

His His Phe Phe 
170 

His Asn His Phe 
185 

Leu Ala lie Pro 



Ser Ala lie Leu 
220 

Ser Thr Cys Val 
235 

Ala Ser Phe lie 
250 

Asp Ala Leu lie 
265 

Pro Met lie Tyr 



Lys lie Val Arg 
300 



Val Phe His Leu 
160 

Cys Asp lie Ala 
175 

Ser Gin lie Val 
190 

Leu Leu Leu lie 
205 

Gin Phe Pro Ser 



Ser His Leu lie 
240 

Tyr Leu Arg Pro 
255 

Ser Val Ser Tyr 
270 

Ser Leu Arg Asn 
285 

Arg Thr lie Ser 



Leu Leu 
305 



<210> 97 

<211> 997 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (37) . . (972) 

<400> 97 

ttctctccct aattgtctcc tgatgatgta tgctcc atg gag egg gtc aat gag 

Met Glu Arg Val Asn Glu 
1 5 

act gtg gtg aga gag gtc ate ttc etc ggc ttc tea tec ctg gec agg 
Thr Val Val Arg Glu Val lie Phe Leu Gly Phe Ser Ser Leu Ala Arg 
10 15 20 

ctg cag cag ctg etc ttt gtt ate ttc ctg etc etc tac ctg ttc act 
Leu Gin Gin Leu Leu Phe Val lie Phe Leu Leu Leu Tyr Leu Phe Thr 
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25 



30 



35 



ct 9 gg c acc aat gca ate ate att tec ace att gtc ctg gac agg gee 198 
Leu Gly Thr Asn Ala lie lie lie Ser Thr lie Val Leu Asp Arg Ala 
40 45 50 

ctt cat ate ccc atg tac ttc ttc ctt gee ate etc tct tgc tct gag 246 
Leu His lie Pro Met Tyr Phe Phe Leu Ala lie Leu Ser Cys Ser Glu 
55 60 65 70 

att tgc tac acc ttc ate att gta ccc aag atg ctg gtt gac ctg ctg 294 
lie Cys Tyr Thr Phe lie lie Val Pro Lys Met Leu Val Asp Leu Leu 
75 80 85 

tec cag aag aag acc att tct ttc ctg ggc tgt gee ate caa atg ttt 342 
Ser Gin Lys Lys Thr lie Ser Phe Leu Gly Cys Ala lie Gin Met Phe 
90 95 100 

tec ttc etc ttc ctt ggc tgc tct cac tec ttt ctg ctg gca gtc atg 390 
Ser Phe Leu Phe Leu Gly Cys Ser His Ser Phe Leu Leu Ala Val Met 
105 110 115 

ggt tat gat cgt tac ata gee ate tgt aac cca ctg cgc tac tea gtg 438 
Gly Tyr Asp Arg Tyr lie Ala lie Cys Asn Pro Leu Arg Tyr Ser Val 
120 125 130 

eta atg gga cat ggg gtg tgt atg gga eta gtg get get gee tgt gee 486 
Leu Met Gly His Gly Val Cys Met Gly Leu Val Ala Ala Ala Cys Ala 
135 140 145 150 

tgt 99 c ttc act gtt gca cag ate ate aca tec ttg gta ttt cac ctg 534 
Cys Gly Phe Thr Val Ala Gin lie lie Thr Ser Leu Val Phe His Leu 
155 160 165 

cct ttt tat tec tec aat caa eta cat cac ttc ttc tgt gac att get 582 
Pro Phe Tyr Ser Ser Asn Gin Leu His His Phe Phe Cys Asp lie Ala 
170 175 180 

cct gtc etc aag ctg gca tct cac cat aac cac ttt agt cag att gtc 630 
Pro Val Leu Lys Leu Ala Ser His His Asn His Phe Ser Gin lie Val 
185 190 195 

ate ttc atg etc tgt aca ttg gtc ctg get ate ccc tta ttg ttg ate 678 
lie Phe Met Leu Cys Thr Leu Val Leu Ala lie Pro Leu Leu Leu lie 
200 205 210 

ttg gtg tec tat gtt cac ate etc tct gee ata ctt cag ttt cct tec 726 
Leu Val Ser Tyr Val His lie Leu Ser Ala lie Leu Gin Phe Pro Ser 
215 220 225 230 

aca ctg ggt agg tgc aaa get ttt tct acc tgt gta tct cac etc att 774 
Thr Leu Gly Arg Cys Lys Ala Phe Ser Thr Cys Val Ser His Leu lie 
235 240 245 

att gtc act gtc cac tat ggc tgt gee tec ttt ate tac tta agg cct 822 
lie Val Thr Val His Tyr Gly Cys Ala Ser Phe lie Tyr Leu Arg Pro 
250 255 260 
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cag tec aac tac tec tea age cag gat get eta ata tea gta tec tac 870 
Gin Ser Asn Tyr Ser Ser Ser Gin Asp Ala Leu lie Ser Val Ser Tyr 
265 270 275 



act att ata act cca ttg ttc aac cca atg att tat age ttg aga aat 918 
Thr lie lie Thr Pro Leu Phe Asn Pro Met lie Tyr Ser Leu Arg Asn 
280 285 290 

aaa gag ttc aaa tea get ctt tgt aaa att gtg aga aga aca att tec 966 
Lys Glu Phe Lys Ser Ala Leu Cys Lys lie Val Arg Arg Thr He Ser 
295 300 305 ~ 310 

ctg ttg taaaattaat cttgattctg gecag 997 
Leu Leu 



<210> 98 

<211> 312 

<212> PRT 

<213> Homo sapiens 

<400> 98 

Met Glu Arg Val Asn Glu Thr Val Val Arg Glu Val He Phe Leu Gly 
1 5 10 15 

Phe Ser Ser Leu Ala Arg Leu Gin Gin Leu Leu Phe Val He Phe Leu 
20 25 30 

Leu Leu Tyr Leu Phe Thr Leu Gly Thr Asn Ala He He He Ser Thr 
35 40 45 

He Val Leu Asp Arg Ala Leu His He Pro Met Tyr Phe Phe Leu Ala 
50 55 60 

He Leu Ser Cys Ser Glu He Cys Tyr Thr Phe He He Val Pro Lys 
65 70 75 80 

Met Leu Val Asp Leu Leu Ser Gin Lys Lys Thr He Ser Phe Leu Gly 
85 90 95 

Cys Ala He Gin Met Phe Ser Phe Leu Phe Leu Gly Cys Ser His Ser 
100 105 ~ no 

Phe Leu Leu Ala Val Met Gly Tyr Asp Arg Tyr He Ala He Cys Asn 
115 120 125 

Pro Leu Arg Tyr Ser Val Leu Met Gly His Gly Val Cys Met Gly Leu 
130 135 140 

Val Ala Ala Ala Cys Ala Cys Gly Phe Thr Val Ala Gin He He Thr 
14 5 150 155 160 

Ser Leu Val Phe His Leu Pro Phe Tyr Ser Ser Asn Gin Leu His His 
165 170 175 

Phe Phe Cys Asp He Ala Pro Val Leu Lys Leu Ala Ser His His Asn 
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180 



185 



190 



His Phe Ser Gin lie Val lie Phe Met Leu Cys Thr Leu Val Leu Ala 
195 200 205 

lie Pro Leu Leu Leu lie Leu Val Ser Tyr Val His lie Leu Ser Ala 
210 215 220 

lie Leu Gin Phe Pro Ser Thr Leu Gly Arg Cys Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Val Ser His Leu lie lie Val Thr Val His Tyr Gly Cys Ala Ser 
245 250 255 

Phe lie Tyr Leu Arg Pro Gin Ser Asn Tyr Ser Ser Ser Gin Asp Ala 
260 265 270 

Leu lie Ser Val Ser Tyr Thr lie lie Thr Pro Leu Phe Asn Pro Met 
275 280 285 

lie Tyr Ser Leu Arg Asn Lys Glu Phe Lys Ser Ala Leu Cys Lys lie 
290 295 300 

Val Arg Arg Thr lie Ser Leu Leu 
305 310 



<210> 99 

<211> 1026 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (34) . . (1005) 

<400> 99 

atgccccaaa ttcttatatt cacatacctg aat atg ttt tac ttc ttt ccc cct 54 

Met Phe Tyr Phe Phe Pro Pro 
1 5 

ttg cag ate ttg gca gaa aac etc ace atg gtc ace gaa ttc ctg ttg 102 
Leu Gin lie Leu Ala Glu Asn Leu Thr Met Val Thr Glu Phe Leu Leu 
10 15 20 

ctg ggt ttt tec age ctt ggt gaa att cag ctg gee etc ttt gta gtt 150 
Leu Gly Phe Ser Ser Leu Gly Glu lie Gin Leu Ala Leu Phe Val Val 
25 30 35 

ttt ctt ttt ctg tat eta gtc att ctt agt ggc aat gtc ace att ate 198 
Phe Leu Phe Leu Tyr Leu Val He Leu Ser Gly Asn Val Thr He He 
40 45 50 55 

agt gtc ate cac ctg gat aaa age etc cac aca cca atg tac ttc ttc 246 
Ser Val He His Leu Asp Lys Ser Leu His Thr Pro Met Tyr Phe Phe 
60 65 70 



140 



ctt ggc att etc tea aca tct gag acc ttc tac acc ttt gtc att eta 294 
Leu Gly He Leu Ser Thr Ser Glu Thr Phe Tyr Thr Phe Val He Leu 
75 80 85 

ccc aag atg etc ate aat eta ctt tct gtg gec agg aca ate tec ttc 342 
Pro Lys Met Leu He Asn Leu Leu Ser Val Ala Arg Thr He Ser Phe 
90 95 100 

aac tgt tgt get ctt caa atg ttc ttc ttc ctt ggt ttt gee att acc 390 
Asn Cys Cys Ala Leu Gin Met Phe Phe Phe Leu Gly Phe Ala He Thr 
105 HO 115 

aac tgc ctg eta ttg ggt gtg atg ggt tat gat cgc tat get gee att 438 
Asn Cys Leu Leu Leu Gly Val Met Gly Tyr Asp Arg Tyr Ala Ala He 
120 125 130 135 

tgt cac cct ctg cat tac ccc act ctt atg age tgg cag gtg tgt gga 486 
Cys His Pro Leu His Tyr Pro Thr Leu Met Ser Trp Gin Val Cys Gly 
140 145 150 

aaa ctg gca get gec tgt gca att ggt ggc ttc ttg gee tct ctt aca 534 
Lys Leu Ala Ala Ala Cys Ala He Gly Gly Phe Leu Ala Ser Leu Thr 
155 160 165 

gta gta aat tta gtt ttc age etc cct ttt tgt age gee aac aaa gtc 582 
Val Val Asn Leu Val Phe Ser Leu Pro Phe Cys Ser Ala Asn Lys Val 
170 175 180 

aat cat tac ttc tgt gac ate tea gca gtc att ctt ctg get tgt acc 630 
Asn His Tyr Phe Cys Asp He Ser Ala Val He Leu Leu Ala Cys Thr 
185 190 195 

aac aca gat gtt aac gaa ttt gtg ata ttc att tgt gga gtt ctt gta 678 
Asn Thr Asp Val Asn Glu Phe Val He Phe He Cys Gly Val Leu Val 
200 205 210 215 

ctt gtg gtt ccc ttt ctg ttt ate tgt gtt tct tat etc tgc att ctg 726 
Leu Val Val Pro Phe Leu Phe lie Cys Val Ser Tyr Leu Cys He Leu 
220 225 230 

agg act ate ctg aag att ccc tea get gag ggc aga egg aaa gcg ttt 774 
Arg Thr He Leu Lys He Pro Ser Ala Glu Gly Arg Arg Lys Ala Phe 
235 240 245 

tec acc tgc gee tct cac etc agt gtt gtt att gtt cat tat ggc tgt 822 
Ser Thr Cys Ala Ser His Leu Ser Val Val He Val His Tyr Gly Cys 
250 255 260 

get tec ttc ate tac ctg agg cct aca gca aac tat gtg tec aac aaa 870 
Ala Ser Phe He Tyr Leu Arg Pro Thr Ala Asn Tyr Val Ser Asn Lys 
265 270 275 

gac agg ctg gtg acg gtg aca tac acg att gtc act cca tta eta aac 918 
Asp Arg Leu Val Thr Val Thr Tyr Thr He Val Thr Pro Leu Leu Asn 
280 285 290 295 
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ccc atg gtt tat age etc aga aac aag gat gtc caa ctt get ate aga 966 
Pro Met Val Tyr Ser Leu Arg Asn Lys Asp Val Gin Leu Ala lie Arg 
300 305 310 

aaa gtg ttg ggc aag aaa ggt tct eta aaa eta tat aat tgaaatatta 1015 
Lys Val Leu Gly Lys Lys Gly Ser Leu Lys Leu Tyr Asn 
315 320 

ttacatttta g 1026 



<210> 100 
<211> 324 
<212> PRT 

<213> Homo sapiens 
<400> 100 

Met Phe Tyr Phe Phe Pro Pro Leu Gin lie Leu Ala Glu Asn Leu Thr 
1 5 10 15 

Met Val Thr Glu Phe Leu Leu Leu Gly Phe Ser Ser Leu Gly Glu lie 
20 25 30 

Gin Leu Ala Leu Phe Val Val Phe Leu Phe Leu Tyr Leu Val lie Leu 
35 40 45 

Ser Gly Asn Val Thr lie lie Ser Val lie His Leu Asp Lys Ser Leu 
50 55 60 

His Thr Pro Met Tyr Phe Phe Leu Gly. lie Leu Ser Thr Ser Glu Thr 
65 70 75 80 

Phe Tyr Thr Phe Val lie Leu Pro Lys Met Leu lie Asn Leu Leu Ser 
85 90 95 

Val Ala Arg Thr lie Ser Phe Asn Cys Cys Ala Leu Gin Met Phe Phe 
100 105 110 

Phe Leu Gly Phe Ala lie Thr Asn Cys Leu Leu Leu Gly Val Met Gly 
115 120 125 

Tyr Asp Arg Tyr Ala Ala lie Cys His Pro Leu His Tyr Pro Thr Leu 
130 135 140 

Met Ser Trp Gin Val Cys Gly Lys Leu Ala Ala Ala Cys Ala lie Gly 
145 150 155 160 

Gly Phe Leu Ala Ser Leu Thr Val Val Asn Leu Val Phe Ser Leu Pro 
165 170 175 

Phe Cys Ser Ala Asn Lys Val Asn His Tyr Phe Cys Asp lie Ser Ala 
180 185 190 

Val lie Leu Leu Ala Cys Thr Asn Thr Asp Val Asn Glu Phe Val lie 
195 200 205 



Phe lie Cys Gly Val Leu Val Leu Val Val Pro Phe Leu Phe lie Cys 

142 



210 

Val Ser Tyr Leu 
225 

Glu Gly Arg Arg 



Val He Val His 
260 

Ala Asn Tyr Val 
275 

He Val Thr Pro 
290 

Asp Val Gin Leu 
305 

Lys Leu Tyr Asn 



215 

Cys He Leu Arg 
230 

Lys Ala Phe Ser 
245 

Tyr Gly Cys Ala 



Ser Asn Lys Asp 
280 

Leu Leu Asn Pro 
295 

Ala He Arg Lys 
310 



220 

Thr He Leu Lys 
235 

Thr Cys Ala Ser 
250 

Ser Phe He Tyr 
265 

Arg Leu Val Thr 



Met Val Tyr Ser 
300 

Val Leu Gly Lys 
315 



He Pro Ser Ala 
240 

His Leu Ser Val 
255 

Leu Arg Pro Thr 
270 

Val Thr Tyr Thr 
285 

Leu Arg Asn Lys 



Lys Gly Ser Leu 
320 



<210> 101 
<211> 968 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (5) . . (964) 

<400> 101 

attt atg cca tct gcc tct gcc atg ate att ttc aac ctg age agt tac 49 

Met Pro Ser Ala Ser Ala Met He He Phe Asn Leu Ser Ser Tyr 
15 10 15 

aat cca gga ccc ttc att ctg gta ggg ate cca ggc ctg gag caa ttc 97 
Asn Pro Gly Pro Phe He Leu Val Gly He Pro Gly Leu Glu Gin Phe 
20 25 30 

cat gtg tgg att gga att ccc ttc tgt ate ate tac att gta get att 145 
His Val Trp lie Gly He Pro Phe Cys He He Tyr He Val Ala He 
35 40 45 

gtg gga aac tgc ate ctt etc tac etc att gtg gtg gag cat agt ctt 193 
Val Gly Asn Cys He Leu Leu Tyr Leu He Val Val Glu His Ser Leu 
50 55 60 

cat gaa ccc atg ttc ttc ttt etc tec atg ctg gcc atg act gac etc 241 
His Glu Pro Met Phe Phe Phe Leu Ser Met Leu Ala Met Thr Asp Leu 
65 70 75 

ate ttg tec aca get ggt gtg cct aaa gca etc agt ate ttt tgg eta 289 
He Leu Ser Thr Ala Gly Val Pro Lys Ala Leu Ser He Phe Trp Leu 

143 



80 



85 



90 



95 



ggg get cgc gaa ate aca ttc cca gga tgc ctt aca caa atg ttc ttc 
Gly Ala Arg Glu lie Thr Phe Pro Gly Cys Leu Thr Gin Met Phe Phe 
100 105 110 



337 



ctt cac tat aac ttt gtc ctg gat tea gee att ctg atg gee atg gca 
Leu His Tyr Asn Phe Val Leu Asp Ser Ala lie Leu Met Ala Met Ala 
115 120 125 



385 



ttt gat cac tat gta get ate tgt tct ccc ttg aga tat ace acc ate 
Phe Asp His Tyr Val Ala lie Cys Ser Pro Leu Arg Tyr Thr Thr lie 
130 135 140 



433 



ttg act ccc aag acc ate ate aag agt get atg ggc ate tec ttt cga 
Leu Thr Pro Lys Thr lie lie Lys Ser Ala Met Gly lie Ser Phe Arg 
145 150 155 



481 



age ttc tgc ate ate ctg cca gat gta ttc ttg ctg aca tgc ctg cct 
Ser Phe Cys lie lie Leu Pro Asp Val Phe Leu Leu Thr Cys Leu Pro 
160 165 170 175 



529 



ttc tgc agg aca cgc ate ata ccc cac aca tac tgt gag cat ata ggt 
Phe Cys Arg Thr Arg lie lie Pro His Thr Tyr Cys Glu His lie Gly 
180 185 190 



577 



gtt gec cag etc gee tgt get gat ate tec ate aac ttc tgg tat ggc 
Val Ala Gin Leu Ala Cys Ala Asp lie Ser lie Asn Phe Trp Tyr Gly 
195 200 205 



625 



ttt tgt gtt ccc ate atg acg gtc ate tea gat gtg att etc att get 
Phe Cys Val Pro lie Met Thr Val He Ser Asp Val He Leu He Ala 
210 215 220 



673 



gtt tec tac gca cac ate etc tgt get gtc ttt ggc ctt ccc tec caa 
Val Ser Tyr Ala His He Leu Cys Ala Val Phe Gly Leu Pro Ser Gin 
225 230 235 



721 



gat gee tgc cag aaa gec etc ggc act tgt ggt tct cat gtc tgt gtc 
Asp Ala Cys Gin Lys Ala Leu Gly Thr Cys Gly Ser His Val Cys Val 
240 245 250 255 



769 



ate etc atg ttt tat aca cct gee ttt ttc tec ate etc gec cat cgc 
He Leu Met Phe Tyr Thr Pro Ala Phe Phe Ser He Leu Ala His Arg 
260 265 270 



817 



ttt gga cac aat gtc tct cgc acc ttc cac ate atg ttt gee aat etc 
Phe Gly His Asn Val Ser Arg Thr Phe His lie Met Phe Ala Asn Leu 
275 280 285 



865 



tac att gtt ate cca cct gca etc aac ccc atg gtt tac gga gtg aag 
Tyr He Val He Pro Pro Ala Leu Asn Pro Met Val Tyr Gly Val Lys 
290 295 300 



913 



acc aag cag ate aga gat aag gtt ata ctt ttg ttt tct aag ggt aca 
Thr Lys Gin He Arg Asp Lys Val He Leu Leu Phe Ser Lys Gly Thr 
305 310 315 

144 



961 



gga tgat 

Gly 

320 



<210> 102 
<211> 320 
<212> PRT 

<213> Homo sapiens 
<400> 102 

Met Pro Ser Ala Ser Ala Met lie He Phe Asn Leu Ser Ser Tyr Asn 
15 10 15 

Pro Gly Pro Phe He Leu Val Gly He Pro Gly Leu Glu Gin Phe His 
20 25 30 

Val Trp He Gly He Pro Phe Cys He He Tyr He Val Ala He Val 
35 40 45 

Gly Asn Cys He Leu Leu Tyr Leu He Val Val Glu His Ser Leu His 
50 55 60 

Glu Pro Met Phe Phe Phe Leu Ser Met Leu Ala Met Thr Asp Leu He 
65 70 75 80 

Leu Ser Thr Ala Gly Val Pro Lys Ala Leu Ser He Phe Trp Leu Gly 
85 90 95 

Ala Arg Glu He Thr Phe Pro Gly Cys Leu Thr Gin Met Phe Phe Leu 
100 105 110 

His Tyr Asn Phe Val Leu Asp Ser Ala He Leu Met Ala Met Ala Phe 
115 120 125 

Asp His Tyr Val Ala He Cys Ser Pro Leu Arg Tyr Thr Thr He Leu 
130 135 140 

Thr Pro Lys Thr He He Lys Ser Ala Met Gly He Ser Phe Arg Ser 
145 150 155 160 

Phe Cys He He Leu Pro Asp Val Phe Leu Leu Thr Cys Leu Pro Phe 
165 170 175 

Cys Arg Thr Arg He He Pro His Thr Tyr Cys Glu His He Gly Val 
180 185 190 

Ala Gin Leu Ala Cys Ala Asp He Ser He Asn Phe Trp Tyr Gly Phe 
195 200 205 

Cys Val Pro He Met Thr Val He Ser Asp Val He Leu He Ala Val 
210 215 220 

Ser Tyr Ala His He Leu Cys Ala Val Phe Gly Leu Pro Ser Gin Asp 
225 230 235 240 



145 



Ala Cys Gin Lys 



Leu Met Phe Tyr 
260 

Gly His Asn Val 
275 

lie Val lie Pro 
290 

Lys Gin lie Arg 
305 



Ala Leu Gly Thr 
245 

Thr Pro Ala Phe 



Ser Arg Thr Phe 
2S0 

Pro Ala Leu Asn 
295 

Asp Lys Val lie 
310 



Cys Gly Ser His 
250 

Phe Ser lie Leu 
265 

His lie Met Phe 



Pro Met Val Tyr 
300 

Leu Leu Phe Ser 
315 



Val Cys Val lie 
255 

Ala His Arg Phe 
270 

Ala Asn Leu Tyr 
285 

Gly Val Lys Thr 



Lys Gly Thr Gly 
320 



<210> 103 

<211> 1001 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (28) . . (942) 

<400> 103 

gaatcaacga gtgaaacgaa taactct atg gtg act gaa ttc att ttt ctg ggt 54 

Met Val Thr Glu Phe He Phe Leu Gly 
1 5 

etc tct gat tct cag gaa etc cag acc ttc eta ttt atg ttg ttt ttt 102 
Leu Ser Asp Ser Gin Glu Leu Gin Thr Phe Leu Phe Met Leu Phe Phe 
10 15 20 25 

gta ttc tat gga gga ate gtg ttt gga aac ctt ctt att gtc ata aca 150 
Val Phe Tyr Gly Gly lie Val Phe Gly Asn Leu Leu He Val He Thr 
30 35 40 

gtg gta tct gac tec cac ctt cac tct ccc atg tac tec ctg eta gec 198 
Val Val Ser Asp Ser His Leu His Ser Pro Met Tyr Ser Leu Leu Ala 
45 50 55 

aac etc tea etc att gat ctg tct ctg tct tea gtc aca gec ccc aag 246 
Asn Leu Ser Leu He Asp Leu Ser Leu Ser Ser Val Thr Ala Pro Lys 
60 65 70 

atg att act gac ttt ttc age cag cgc aaa gtc ate tct ttc aag ggc 294 
Met lie Thr Asp Phe Phe Ser Gin Arg Lys Val lie Ser Phe Lys Gly 
75 80 ' 85 

tgc ctt gtt cag ata ttt etc ctt cac ttc ttt ggt ggg ggt gag atg 342 
Cys Leu Val Gin He Phe Leu Leu His Phe Phe Gly Gly Gly Glu Met 
90 95 100 105 

gtg ate etc ata gec atg ggc ttt gac aga tat ata gca ata tgc aag 3 90 
Val lie Leu He Ala Met Gly Phe Asp Arg Tyr lie Ala He Cys Lys 



146 



110 



115 



120 



ccc eta cac tac act aca att atg tgt ggc aac gca tgt gtc ggc att 438 
Pro Leu His Tyr Thr Thr lie Met Cys Gly Asn Ala Cys Val Gly lie 
125 130 135 

atg get gtc gca tgg gga att ggc ttt etc cat teg gtg age cag ttg 486 

Met Ala Val Ala Trp Gly lie Gly Phe Leu His Ser Val Ser Gin Leu 
140 145 150 

gee ttt gee gtg cac tta etc ttc tgt ggt ccc aat gag gtc gat agt 534 

Ala Phe Ala Val His Leu Leu Phe Cys Gly Pro Asn Glu Val Asp Ser 
155 160 165 

ttt tat tgt gac ctt cct agg gta ate aaa ctt gee tgt aca gat ace 582 

Phe Tyr Cys Asp Leu Pro Arg Val lie Lys Leu Ala Cys Thr Asp Thr 

170 175 180 185 

tac agg eta gat att atg gtc att get aac agt ggt gtg etc act gtg 630 

Tyr Arg Leu Asp lie Met Val lie Ala Asn Ser Gly Val Leu Thr Val 
190 195 200 

tgt tct ttt gtt ctt eta ate ate tea tac act ate ate eta atg acc 678 

Cys Ser Phe Val Leu Leu lie lie Ser Tyr Thr lie lie Leu Met Thr 
205 210 215 

ate cag cat cgc cct tta gat aag teg tec aaa get ctg tec act ttg 726 

lie Gin His Arg Pro Leu Asp Lys Ser Ser Lys Ala Leu Ser Thr Leu 
220 225 230 

act get cac att aca gta gtt ctt ttg ttc ttt gga cca tgt gtc ttt 774 

Thr Ala His lie Thr Val Val Leu Leu Phe Phe Gly Pro Cys Val Phe 
235 240 245 

att tat gee tgg cca ttc ccc ate aag tea tta gat aaa ttc ctt get 822 

lie Tyr Ala Trp Pro Phe Pro lie Lys Ser Leu Asp Lys Phe Leu Ala 

250 255 260 265 

gta ttt tat tec gtg ate acc cct etc ttg aac cca att ata tac aca 870 

Val Phe Tyr Ser Val lie Thr Pro Leu Leu Asn Pro lie lie Tyr Thr 
270 275 280 

ctg agg aac aaa gac atg aag acg gca ata aga cag ctg aga aaa tgg 918 

Leu Arg Asn Lys Asp Met Lys Thr Ala lie Arg Gin Leu Arg Lys Trp 
285 290 295 

gat gca cat tct agt gta aag ttt tagatcttat ataactgtga gattaatctc 972 
Asp Ala His Ser Ser Val Lys Phe 
300 305 

agataatgac acaaaatata gtgaagttg 1001 



<210> 104 
<211> 305 
<212> PRT 

<213> Homo sapiens 



147 



<400> 104 

Met Val Thr Glu Phe lie Phe Leu Gly Leu Ser Asp Ser Gin Glu Leu 
15 10 15 

Gin Thr Phe Leu Phe Met Leu Phe Phe Val Phe Tyr Gly Gly lie Val 
20 25 30 

Phe Gly Asn Leu Leu lie Val lie Thr Val Val Ser Asp Ser His Leu 
35 40 45 

His Ser Pro Met Tyr Ser Leu Leu Ala Asn Leu Ser Leu He Asp Leu 
50 55 60 

Ser Leu Ser Ser Val Thr Ala Pro Lys Met He Thr Asp Phe Phe Ser 
65 70 75 80 

Gin Arg Lys Val He Ser Phe Lys Gly Cys Leu Val Gin He Phe Leu 
85 90 95 

Leu His Phe Phe Gly Gly Gly Glu Met Val He Leu He Ala Met Gly 
100 105 110 

Phe Asp Arg Tyr He Ala He Cys Lys Pro Leu His Tyr Thr Thr He 
115 120 125 

Met Cys Gly Asn Ala Cys Val Gly He Met Ala Val Ala Trp Gly He 
130 135 140 

Gly Phe Leu His Ser Val Ser Gin Leu Ala Phe Ala Val His Leu Leu 
145 150 155 160 

Phe Cys Gly Pro Asn Glu Val Asp Ser Phe Tyr Cys Asp Leu Pro Arg 
165 170 175 

Val He Lys Leu Ala Cys Thr Asp Thr Tyr Arg Leu Asp He Met Val 
180 185 190 

He Ala Asn Ser Gly Val Leu Thr Val Cys Ser Phe Val Leu Leu He 
195 200 205 

He Ser Tyr Thr He lie Leu Met Thr He Gin His Arg Pro Leu Asp 
210 215 220 

Lys Ser Ser Lys Ala Leu Ser Thr Leu Thr Ala His He Thr Val Val 
225 230 235 240 

Leu Leu Phe Phe Gly Pro Cys Val Phe He Tyr Ala Trp Pro Phe Pro 
245 250 255 

He Lys Ser Leu Asp Lys Phe Leu Ala Val Phe Tyr Ser Val He Thr 
260 265 270 

Pro Leu Leu Asn Pro He He Tyr Thr Leu Arg Asn Lys Asp Met Lys 
275 280 285 



Thr Ala He Arg Gin Leu Arg Lys Trp Asp Ala His Ser Ser Val Lys 

148 



290 



295 



300 



Phe 
305 



<210> 105 
<211> 984 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (12) . . (956) 

<400> 105 

gggtggccgc c atg cag ggg eta aac cac acc tec gtg tct gaa ttc ate 50 

Met Gin Gly Leu Asn His Thr Ser Val Ser Glu Phe lie 
15 10 

etc gtt ggc ttc tct gec ttc ccc cac etc cag ctg atg etc ttc ctg 98 
Leu Val Gly Phe Ser Ala Phe Pro His Leu Gin Leu Met Leu Phe Leu 
15 20 25 

ctg ttc ctg ctg atg tac ctg ttc acg ctg ctg ggc aac ctg etc ate 146 
Leu Phe Leu Leu Met Tyr Leu Phe Thr Leu Leu Gly Asn Leu Leu lie 
30 35 40 45 

atg gee act gtc tgg age gag cgc age etc cac atg ccc atg tac etc 194 
Met Ala Thr Val Trp Ser Glu Arg Ser Leu His Met Pro Met Tyr Leu 
50 55 60 

ttc ctg tgt gee etc tec ate acc gag ate etc tac acc gtg gec ate 242 
Phe Leu Cys Ala Leu Ser lie Thr Glu lie Leu Tyr Thr Val Ala lie 
65 70 75 

ate ccg cgc atg ctg gee gac ctg ctg tec acc cag cgc tec ate gec 290 
lie Pro Arg Met Leu Ala Asp Leu Leu Ser Thr Gin Arg Ser lie Ala 
80 85 90 

ttc ctg gee tgt gee agt cag atg ttc ttc tec ttc age ttc ggc ttc 338 
Phe Leu Ala Cys Ala Ser Gin Met Phe Phe Ser Phe Ser Phe Gly Phe 
95 100 105 

acc cac tec ttc ctg ccc act gtc atg ggc tac gac cgc tac gtg gec 3 86 
Thr His Ser Phe Leu Pro Thr Val Met Gly Tyr Asp Arg Tyr Val Ala 
110 115 120 125 

ate tgc cac ccc ctg cgt tac aac gtg etc atg age ctg egg ggc tgc 434 
lie Cys His Pro Leu Arg Tyr Asn Val Leu Met Ser Leu Arg Gly Cys 
130 135 140 

acc tgc egg gtg ggc tgc tec tgg get ggt ggc ttg gtc atg ggg atg 482 
Thr Cys Arg Val Gly Cys Ser Trp Ala Gly Gly Leu Val Met Gly Met 
145 150 155 



149 



gtg gtg acc teg gec att ttc cac etc gee ttc tgt gga cac aag gag 530 
Val Val Thr Ser Ala He Phe His Leu Ala Phe Cys Gly His Lys Glu 
160 165 170 

ate cac cat ttc ttc tgc cac gtg cca cct ctg ttg aag ttg gec tgt 578 
He His His Phe Phe Cys His Val Pro Pro Leu Leu Lys Leu Ala Cys 
175 180 185 

gga gat gat gtg ctg gtg gtg gec aaa ggc gtg ggc ttg gtg tgt ate 626 
Gly Asp Asp Val Leu Val Val Ala Lys Gly Val Gly Leu Val Cys He 
190 195 200 205 

acg gee ctg ctg ggc tgt ttt etc etc ate etc etc tec tat gee ttc 674 
Thr Ala Leu Leu Gly Cys Phe Leu Leu He Leu Leu Ser Tyr Ala Phe 
210 215 220 

ate gtg gee gec ate ttg aag ate cct tct get gaa ggt egg aac aag 722 
He Val Ala Ala He Leu Lys He Pro Ser Ala Glu Gly Arg Asn Lys 
225 230 235 

gec ttc tec acc tgt gec tct cac etc act gtg gtg gtc gtg cac tat 770 
Ala Phe Ser Thr Cys Ala Ser His Leu Thr Val Val Val Val His Tyr 
240 245 250 

ggc ttt gee tec gtc att tac ctg aag ccc aaa ggt ccc cag tat ccg 818 
Gly Phe Ala Ser Val He Tyr Leu Lys Pro Lys Gly Pro Gin Tyr Pro 
255 260 265 

gaa gga gac acc ttg atg ggc ate acc tac acg gtc etc aca ccc ttc 866 
Glu Gly Asp Thr Leu Met Gly lie Thr Tyr Thr Val Leu Thr Pro Phe 
270 275 280 285 

etc age ccc ate ate ttc age etc agg aac aag gag ctg aag gtc gec 914 
Leu Ser Pro He He Phe Ser Leu Arg Asn Lys Glu Leu Lys Val Ala 
290 295 300 

atg aag aag act tgc ttc acc aaa etc ttt cca cag aac tgc 956 
Met Lys Lys Thr Cys Phe Thr Lys Leu Phe Pro Gin Asn Cys 
305 310 315 

tgaaatggct gactttctct caagagat 984 



<210> 106 
<211> 315 
<212> PRT 

<213> Homo sapiens 
<400> 106 

Met Gin Gly Leu Asn His Thr Ser Val Ser Glu Phe He Leu Val Gly 
1 5 10 15 

Phe Ser Ala Phe Pro His Leu Gin Leu Met Leu Phe Leu Leu Phe Leu 
20 25 30 

Leu Met Tyr Leu Phe Thr Leu Leu Gly Asn Leu Leu He Met Ala Thr 
35 40 45 



150 



val Trp Ser Glu Arg Ser Leu His Met Pro Met Tyr Leu Phe Leu Cys 

50 55 
Ma Leu ser He Thr Glu He Leu Tyr Thr Val Ala He He Pro Arg 



65 



70 



Met Leu Ala Asp Leu Leu Ser Thr Gin Arg Ser He Ala Phe Leu Ala 
85 90 

Cys Ala Ser Gin Met Phe Phe Ser Phe Ser Phe Gly Phe Thr His Ser 

100 105 
Phe Leu Pro Thr Val Met Gly Tyr Asp Arg Tyr Val Ala He Cys His 

115 120 125 

Pro Leu Arg Tyr Asn Val Leu Met Ser Leu Arg Gly Cys Thr Cys Arg 

130 ~ 135 140 

val Gly Cys Ser Trp Ala Gly Gly Leu Val Met Gly Met Val Val Thr 
145 150 155 

Ser Ala He Phe His Leu Ala Phe Cys Gly His Lys Glu He His His 
165 17U 

Phe Phe Cys His Val Pro Pro Leu Leu Lys Leu Ala Cys Gly Asp Asp 
180 185 

val Leu Val Val Ala Lys Gly Val Gly Leu Val Cys lie Thr Ala Leu 

19 5 2 0 0 

Leu Gly Cys Phe Leu Leu He Leu Leu Ser Tyr Ala Phe He Val Ala 

oi c Z ZU 

210 2Xt> 
Ma He Leu Lys He Pro Ser Ala Glu Gly Arg Asn Lys Ala Phe Ser 
225 230 

Thr Cys Ala Ser His Leu Thr Val Val Val Val His Tyr Gly Phe Ala 
245 250 

Ser Val He Tyr Leu Lys Pro Lys Gly Pro Gin Tyr Pro Glu Gly Asp 

260 265 
Thr Leu Met Gly He Thr Tyr Thr Val Leu Thr Pro Phe Leu Ser Pro 

275 280 
He lie Phe Ser Leu Arg Asn Lys Glu Leu Lys Val Ala Met Lys Lys 
2 90 295 

Thr Cys Phe Thr Lys Leu Phe Pro Gin Asn Cys 
, n * 310 315 



305 



<210> 107 
<211> 928 
<212> DNA 



151 



<213> Homo sapiens 



<220> 

<221> CDS 

<222> (3) . . (923) 

<400> 107 

ca atg cat ttt gtg act gag ttt gtc etc ctg ggt ttc cat ggt caa 47 
Met His Phe Val Thr Glu Phe Val Leu Leu Gly Phe His Gly Gin 
15 10 15 

a 99T 9 a 9 at 9" ca 9 a 9" c tgc ttc ttc tea ttc ate ctg gtt etc tat etc 95 
Arg Glu Met Gin Ser Cys Phe Phe Ser Phe lie Leu Val Leu Tyr Leu 
20 25 30 

ctg aca ctg eta ggg aat gga get att gtc tgt gca gtg aaa ttg gac 143 
Leu Thr Leu Leu Gly Asn Gly Ala lie Val Cys Ala Val Lys Leu Asp 
35 40 45 

a 99 egg etc cac aca ccc atg tac ate ctt ctg gga aac ttt gee ttt 191 
Arg Arg Leu His Thr Pro Met Tyr lie Leu Leu Gly Asn Phe Ala Phe 
50 55 60 

eta gag ate tgg tac att tec tec act gtc cca aac atg eta gtc aat 239 
Leu Glu lie Trp Tyr lie Ser Ser Thr Val Pro Asn Met Leu Val Asn 
65 70 75 

ate etc tct gag act aaa acc ate tec ttc tct ggt tgc ttc ctg caa 287 
lie Leu Ser Glu Thr Lys Thr lie Ser Phe Ser Gly Cys Phe Leu Gin 
80 85 90 95 

ttc tat ttc ttt ttt tea ctg ggt aca aca gag tgt ttc ttt tta tea 335 
Phe Tyr Phe Phe Phe Ser Leu Gly Thr Thr Glu Cys Phe Phe Leu Ser 
100 105 110 

gtt atg get tat gat egg tat ctg gee ate tgt cgt cca tta cac tac 383 
Val Met Ala Tyr Asp Arg Tyr Leu Ala lie Cys Arg Pro Leu His Tyr 
115 120 125 

ccc tec ate atg act ggg aag ttc tgt ata att ctg gtc tgt gta tgc 431 
Pro Ser lie Met Thr Gly Lys Phe Cys lie lie Leu Val Cys Val Cys 
130 135 140 

tgg gta ggc gga ttt etc tgc tat cca gtc cct att gtt ctt ate tec 479 
Trp Val Gly Gly Phe Leu Cys Tyr Pro Val Pro lie Val Leu He Ser 
145 150 155 

caa ctt ccc ttc tgt ggg ccc aac ate att gac cac ttt gtg tgt gac 527 
Gin Leu Pro Phe Cys Gly Pro Asn He He Asp His Phe Val Cys Asp 
160 165 170 175 

cca ggc cca ttg ttt gca ctg gee tgc ate tct get cct tec act gag 575 
Pro Gly Pro Leu Phe Ala Leu Ala Cys He Ser Ala Pro Ser Thr Glu 
180 185 190 

ctt ate tgt tac acc ttc aac teg atg att ate ttt ggg ccc ttc etc 623 
Leu He Cys Tyr Thr Phe Asn Ser Met He He Phe Gly Pro Phe Leu 

152 



195 



200 



205 



tec ate ttg gga tct cac act ctg gtc ate aga get gtg ctt tgt att 
Ser lie Leu Gly Ser His Thr Leu Val lie Arg Ala Val Leu Cys lie 
210 215 220 



671 



ccc tct ggt get ggt cga act aaa get ttc tec aca cgt ggg tec cac 
Pro Ser Gly Ala Gly Arg Thr Lys Ala Phe Ser Thr Arg Gly Ser His 
225 230 235 



719 



eta atg gtg gtg tct eta ttc tat gga ace ctt atg gtg atg tat gtg 
Leu Met Val Val Ser Leu Phe Tyr Gly Thr Leu Met Val Met Tyr Val 
240 245 250 255 



767 



age cca aca tea ggg aac cca gca gga atg cag aag ate ate act ctg 
Ser Pro Thr Ser Gly Asn Pro Ala Gly Met Gin Lys lie He Thr Leu 
260 265 270 



815 



gta tac aca gca atg act cca ttc tta aat ccc ctt ate tat agt ctt 
Val Tyr Thr Ala Met Thr Pro Phe Leu Asn Pro Leu He Tyr Ser Leu 
275 280 285 



863 



cga aac aaa gac atg aaa gat get tta aag aga gtc ctg ggg tta aca 
Arg Asn Lys Asp Met Lys Asp Ala Leu Lys Arg Val Leu Gly Leu Thr 
290 295 300 



911 



gtt age caa aac tgaga 
Val Ser Gin Asn 
305 



928 



<210> 108 
<211> 307 
<212> PRT 

<213> Homo sapiens 



<400> 108 
Met His Phe Val 
1 

Glu Met Gin Ser 
20 

Thr Leu Leu Gly 
35 

Arg Leu His Thr 
50 

Glu He Trp Tyr 
65 

Leu Ser Glu Thr 



Tyr Phe Phe Phe 
100 



Thr Glu Phe Val 
5 

Cys Phe Phe Ser 



Asn Gly Ala He 
40 

Pro Met Tyr He 
55 

He Ser Ser Thr 
70 

Lys Thr He Ser 
85 

Ser Leu Gly Thr 



Leu Leu Gly Phe 
10 

Phe He Leu Val 
25 

Val Cys Ala Val 



Leu Leu Gly Asn 
60 

Val Pro Asn Met 
75 

Phe Ser Gly Cys 
90 

Thr Glu Cys Phe 
105 

153 



His Gly Gin Arg 
15 

Leu Tyr Leu Leu 
30 

Lys Leu Asp Arg 
45 

Phe Ala Phe Leu 



Leu Val Asn He 
80 

Phe Leu Gin Phe 
95 

Phe Leu Ser Val 
110 



Met Ala Tyr Asp 
115 

Ser lie Met Thr 
130 

Val Gly Gly Phe 
145 

Leu Pro Phe Cys 



Gly Pro Leu Phe 
180 

He Cys Tyr Thr 
195 

He Leu Gly Ser 
210 

Ser Gly Ala Gly 
225 

Met Val Val Ser 



Pro Thr Ser Gly 
260 



Arg Tyr Leu Ala 
120 

Gly Lys Phe Cys 
135 

Leu Cys Tyr Pro 
150 

Gly Pro Asn He 
165 

Ala Leu Ala Cys 



Phe Asn Ser Met 
200 

His Thr Leu Val 
215 

Arg Thr Lys Ala 
230 

Leu Phe Tyr Gly 
245 

Asn Pro Ala Gly 



He Cys Arg Pro 



He He Leu Val 
140 

Val Pro He Val 
155 

He Asp His Phe 
170 

He Ser Ala Pro 
185 

He He Phe Gly 



He Arg Ala Val 
220 

Phe Ser Thr Arg 
235 

Thr Leu Met Val 
250 

Met Gin Lys lie 
265 



Leu His Tyr Pro 
125 

Cys Val Cys Trp 



Leu He Ser Gin 
160 

Val Cys Asp Pro 
175 

Ser Thr Glu Leu 
190 

Pro Phe Leu Ser 
205 

Leu Cys He Pro 



Gly Ser His Leu 
240 

Met Tyr Val Ser 
255 

He Thr Leu Val 
270 



Tyr Thr Ala Met Thr Pro Phe Leu Asn Pro Leu He Tyr Ser Leu Arg 
275 280 285 



Asn Lys Asp Met Lys Asp Ala Leu Lys Arg Val Leu Gly Leu Thr Val 
290 295 300 



Ser Gin Asn 
305 



<210> 109 

<211> 966 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (14) . . (955) 



<400> 109 

atttgttggg aat atg gaa aaa aga aat eta aca gtt gtc agg gaa ttc 4 9 

Met Glu Lys Arg Asn Leu Thr Val Val Arg Glu Phe 
15 10 



gtc ctt ctg gga ctt cct age tea gca gag cag cag cac etc ctg tct 97 

154 



Val Leu Leu Gly Leu Pro Ser Ser Ala Glu Gin Gin His Leu Leu Ser 
15 20 25 



gtg etc ttt etc tgt atg tat tta gee acc acc ttg ggg aac atg etc 145 
Val Leu Phe Leu Cys Met Tyr Leu Ala Thr Thr Leu Gly Asn Met Leu 
30 35 40 

ate att gcg acg att ggc ttt gac tct cac etc cat tec cct atg tac 193 
lie lie Ala Thr lie Gly Phe Asp Ser His Leu His Ser Pro Met Tyr 
45 50 55 60 

ttc ttc ctt agt aac ttg gee ttt gtt gac ate tgc ttt acg teg act 241 
Phe Phe Leu Ser Asn Leu Ala Phe Val Asp lie Cys Phe Thr Ser Thr 
65 70 75 

aca gtc ccc caa atg gta gtg aat ate ttg act ggc acc aag act ate 289 
Thr Val Pro Gin Met Val Val Asn He Leu Thr Gly Thr Lys Thr He 
80 85 90 

tct ttt gca ggc tgc etc acc cag etc ttc ttc ttc gtt tct ttt gtg 337 
Ser Phe Ala Gly Cys Leu Thr Gin Leu Phe Phe Phe Val Ser Phe Val 
95 100 105 

aat atg gac age etc ctt ctg tgt gtg atg gcg tat gat aga tat gtg 385 
Asn Met Asp Ser Leu Leu Leu Cys Val Met Ala Tyr Asp Arg Tyr Val 
110 115 120 

gcg att tgc cac ccc tta cat tac acc gee aga atg aac ctg tgc ctt 433 
Ala He Cys His Pro Leu His Tyr Thr Ala Arg Met Asn Leu Cys Leu 
125 130 135 140 

tgt gtc cag eta gtg get gga ctg tgg ctt gtt act tac etc cac gee 481 
Cys Val Gin Leu Val Ala Gly Leu Trp Leu Val Thr Tyr Leu His Ala 
145 150 155 

etc ctg cat act gtc eta ata gca cag ctg tec ttc tgt gee tec aat 529 
Leu Leu His Thr Val Leu He Ala Gin Leu Ser Phe Cys Ala Ser Asn 
160 165 170 

ate ate cat cat ttc ttc tgt gat etc aat cct etc ctg cag etc tct 577 
He He His His Phe Phe Cys Asp Leu Asn Pro Leu Leu Gin Leu Ser 
175 180 185 

tgc tct gac gtc tec ttc aat gta atg ate att ttt gca gta gga ggt 625 
Cys Ser Asp Val Ser Phe Asn Val Met lie He Phe Ala Val Gly Gly 
190 195 200 

eta ttg get etc acg ccc ctt gtc tgt ate etc gta tct tat gga ctt 673 
Leu Leu Ala Leu Thr Pro Leu Val Cys He Leu Val Ser Tyr Gly Leu 
205 210 215 220 

ate ttc tec act gtt ctg aag ate acc tct act cag ggc aag cag aga 721 
He Phe Ser Thr Val Leu Lys He Thr Ser Thr Gin Gly Lys Gin Arg 
225 230 235 

get gtt tec acc tgc age tgc cac ctg tea gtg gtg gtg ttg ttt tac 769 
Ala Val Ser Thr Cys Ser Cys His Leu Ser Val Val Val Leu Phe Tyr 

155 



240 



245 



250 



ggc aca gee ate gec gtc tat ttc age cct tea tec ccc cat atg cct 817 
Gly Thr Ala lie Ala Val Tyr Phe Ser Pro Ser Ser Pro His Met Pro 
255 260 265 

gag age gac act ctg tea ace ate atg tat tea atg gtg get ccg atg 865 
Glu Ser Asp Thr Leu Ser Thr lie Met Tyr Ser Met Val Ala Pro Met 
270 275 280 

ctg aat cct ttc ate tat acc eta agg aac agg gat atg aag agg gga 913 
Leu Asn Pro Phe lie Tyr Thr Leu Arg Asn Arg Asp Met Lys Arg Gly 
285 290 295 300 

ctt cag aaa atg ctt etc aag tgc aca gtc ttt cag cag caa 955 
Leu Gin Lys Met Leu Leu Lys Cys Thr Val Phe Gin Gin Gin 
305 310 

taatgacctc a 966 



<210> 110 
<211> 314 
<212> PRT 

<213> Homo sapiens 
<400> 110 

Met Glu Lys Arg Asn Leu Thr Val Val Arg Glu Phe Val Leu Leu Gly 
15 10 15 

Leu Pro Ser Ser Ala Glu Gin Gin His Leu Leu Ser Val Leu Phe Leu 
20 25 30 

Cys Met Tyr Leu Ala Thr Thr Leu Gly Asn Met Leu He He Ala Thr 
35 40 45 

He Gly Phe Asp Ser His Leu His Ser Pro Met Tyr Phe Phe Leu Ser 
50 55 60 

Asn Leu Ala Phe Val Asp He Cys Phe Thr Ser Thr Thr Val Pro Gin 
65 70 75 80 

Met Val Val Asn lie Leu Thr Gly Thr Lys Thr He Ser Phe Ala Gly 
85 90 95 

Cys Leu Thr Gin Leu Phe Phe Phe Val Ser Phe Val Asn Met Asp Ser 
100 105 110 

Leu Leu Leu Cys Val Met Ala Tyr Asp Arg Tyr Val Ala lie Cys His 
115 120 125 

Pro Leu His Tyr Thr Ala Arg Met Asn Leu Cys Leu Cys Val Gin Leu 
130 135 140 

Val Ala Gly Leu Trp Leu Val Thr Tyr Leu His Ala Leu Leu His Thr 
145 150 155 160 



156 



Val Leu lie Ala Gin Leu Ser Phe Cys Ala Ser Asn lie lie His His 
165 170 175 



Phe Phe Cys Asp Leu Asn Pro Leu Leu Gin Leu Ser Cys Ser Asp Val 
180 185 190 

Ser Phe Asn Val Met lie lie Phe Ala Val Gly Gly Leu Leu Ala Leu 
195 200 205 

Thr Pro Leu Val Cys lie Leu Val Ser Tyr Gly Leu lie Phe Ser Thr 
210 215 220 

Val Leu Lys lie Thr Ser Thr Gin Gly Lys Gin Arg Ala Val Ser Thr 
225 230 235 240 

Cys Ser Cys His Leu Ser Val Val Val Leu Phe Tyr Gly Thr Ala He 
245 250 255 

Ala Val Tyr Phe Ser Pro Ser Ser Pro His Met Pro Glu Ser Asp Thr 
260' 265 270 

Leu Ser Thr He Met Tyr Ser Met Val Ala Pro Met Leu Asn Pro Phe 
275 280 285 

He Tyr Thr Leu Arg Asn Arg Asp Met Lys Arg Gly Leu Gin Lys Met 
290 295 300 

Leu Leu Lys Cys Thr Val Phe Gin Gin Gin 
305 310 



<210> 111 
<211> 966 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (14) . . (955) 

<400> 111 

atttgttggg aat atg gaa aaa aga aat eta aca gtt gtc agg gaa ttc 4 9 
Met Glu Lys Arg Asn Leu Thr Val Val Arg Glu Phe 
15 10 

gtc ctt ctg gga ctt cct age tea gca gag cag cag cac etc ctg tct 97 
Val Leu Leu Gly Leu Pro Ser Ser Ala Glu Gin Gin His Leu Leu Ser 
15 20 25 

gtg etc ttt etc tgt atg tat tta gec acc acc ttg ggg aac atg etc 145 
Val Leu Phe Leu Cys Met Tyr Leu Ala Thr Thr Leu Gly Asn Met Leu 
30 35 40 

ate att gcg acg att ggc ttt gac tct cac etc cat tec cct atg tac 193 
He He Ala Thr He Gly Phe Asp Ser His Leu His Ser Pro Met Tyr 
45 50 55 60 

157 



ttc ttc ctt agt aac ttg gcc ttt gtt gac ate tgc ttt acg teg act 241 
Phe Phe Leu Ser Asn Leu Ala Phe Val Asp lie Cys Phe Thr Ser Thr 
65 70 75 

aca gtc ccc caa atg gta gtg aat ate ttg act ggc acc aag act ate 289 
Thr Val Pro Gin Met Val Val Asn lie Leu Thr Gly Thr Lys Thr He 
80 85 90 

tct ttt gca ggc tgc etc acc cag etc ttc ttc ttc gtt tct ttt gtg 337 
Ser Phe Ala Gly Cys Leu Thr Gin Leu Phe Phe Phe Val Ser Phe Val 
95 100 105 

aat atg gac age etc ctt ctg tgt gtg atg gcg tat gat aga tat gtg 385 
Asn Met Asp Ser Leu Leu Leu Cys Val Met Ala Tyr Asp Arg Tyr Val 
110 115 120 

gcg att tgc cac ccc tta cat tac acc gcc aga atg aac ctg tgc ctt 433 
Ala He Cys His Pro Leu His Tyr Thr Ala Arg Met Asn Leu Cys Leu 
125 130 135 140 

tgt gtc cag eta gtg get gga ctg tgg ctt gtt act tac etc cac gcc 481 
Cys Val Gin Leu Val Ala Gly Leu Trp Leu Val Thr Tyr Leu His Ala 
145 150 155 

etc ctg cat act gtc eta ata gca cag ctg tec ttc tgt gcc tec aat 529 
Leu Leu His Thr Val Leu He Ala Gin Leu Ser Phe Cys Ala Ser Asn 
160 165 170 

ate ate cat cat ttc ttc tgt gat etc aat cct etc ctg cag etc tct 577 
He He His His Phe Phe Cys Asp Leu Asn Pro Leu Leu Gin Leu Ser 
175 180 185 

tgc tct gac gtc tec ttc aat gta atg ate att ttt gca gta gga ggt 625 
Cys Ser Asp Val Ser Phe Asn Val Met He He Phe Ala Val Gly Gly 
190 195 200 

eta ttg get etc acg ccc ctt gtc tgt ate etc gta tct tat gga ctt 673 
Leu Leu Ala Leu Thr Pro Leu Val Cys lie Leu Val Ser Tyr Gly Leu 
205 210 215 220 

ate ttc tec act gtt ctg aag ate acc tct act cag ggc aag cag aga 721 
He Phe Ser Thr Val Leu Lys lie Thr Ser Thr Gin Gly Lys Gin Arg 
225 230 235 

get gtt tec acc tgc age tgc cac ctg tea gtg gtg gtg ttg ttt tac 769 
Ala Val Ser Thr Cys Ser Cys His Leu Ser Val Val Val Leu Phe Tyr 
240 245 250 

ggc aca gcc ate gcc gtc tat ttc age cct tea tec ccc cat atg cct 817 
Gly Thr Ala He Ala Val Tyr Phe Ser Pro Ser Ser Pro His Met Pro 
255 260 265 

gag age gac act ctg tea acc ate atg tat tea atg gtg get ccg atg 865 
Glu Ser Asp Thr Leu Ser Thr He Met Tyr Ser Met Val Ala Pro Met 
270 275 280 



158 



ctg aat cct ttc a^p t- 

£ - - Pha u . - £ - £ -c j. agg 

290 29 | ASp Met L ys Arg Gly 

ctt cag aaa atg ctt c-t-r- " 300 

LCU G1 " »' *~ £ £ £ ? - «« ca g ca3 ca , 

3 05 7 lnr Val Phe Gin Gin Gin 

Tin Ail 



310 

taatgacctc a 

<210> 112 
<211> 314 
<212> PR-p 

<213> Homo sapiens 
<400> 112 



- ~ - ~ * „ „ ^ Glu phe ^ teu ^ eiy 

• -^-l"-, 

j. 60 
Asn Leu Ala Php v^i » 

"5 119 cys Ph « - - - - v,, P „ Gln 

Met Val Val Asn ti. t 80 
ASn He Leu Thr n T7 

^ ^ to ^ S « Ala Gly 

Cys Leu Thr Gln Leu phe 

1°° 31 Ser p he Val Asn m o1 - * 

105 n Met A sp Ser 

Leu Leu Cys HO 

115 Aia T ^ r A sp Arg Tyr Val ai, T1 

120 7 aX Ala He Cys His 

125 

Pro Leu His Tyr Thr 11= * 

yr Thr Ala Arg Met Asn Leu Cys Lp „ r 

13 5 Lys Leu Cys Val G ln Leu 

140 

Val Ala Gly Leu Tv~ t 

Y Leu Trp Leu Val Thr Tyr Leu Hi. », 

150 y Leu Ala Leu Leu His Thr 

Val Leu He Ala n r, r 160 

SJ Leu s " Ph * <y> «■ 3., a„ Ile a . Hia . 

170 Hls Hl S 

Phe Phe Cys Asp Leu Asn Pro r " 5 

180 Sn Pr ° Leu Leu Ser Cys Ser a 

185 y Ser Asp Val 

^r P he Asn Val Met ll e Ile ph al 

195 IiS Phe Ala Val Gly Glv Lp „ . 

200 y y Leu Leu Ala Leu 

T hr Pro Leu Val C ys 11 m T 205 



913 



955 



966 



210 



215 



220 



Val Leu Lys lie 
225 

Cys Ser Cys His 



Ala Val Tyr Phe 
260 

Leu Ser Thr lie 
275 

lie Tyr Thr Leu 
290 

Leu Leu Lys Cys 
305 



Thr Ser Thr Gin 
230 

Leu Ser Val Val 
245 

Ser Pro Ser Ser 



Met Tyr Ser Met 
280 

Arg Asn Arg Asp 
295 

Thr Val Phe Gin 
310 



Gly Lys Gin Arg 
235 

Val Leu Phe Tyr 
250 

Pro His Met Pro 
265 

Val Ala Pro Met 



Met Lys Arg Gly 
300 

Gin Gin 



Ala Val Ser Thr 
240 

Gly Thr Ala He 
255 

Glu Ser Asp Thr 
270 

Leu Asn Pro Phe 
285 

Leu Gin Lys Met 



<210> 113 
<211> 984 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (38) . . (979) 

<400> 113 

atgtccataa aatcaatgca cgacttcatt actgaaa atg gaa aga caa aat caa 

Met Glu Arg Gin Asn Gin 
1 5 

age tgt gtg gtt gaa ttc ate etc ttg ggc ttt tct aac tat cct gag 
Ser Cys Val Val Glu Phe He Leu Leu Gly Phe Ser Asn Tyr Pro Glu 
10 15 20 

etc cag ggg cag etc ttt gtg get ttc ctg gtt att tat ctg gtg acc 
Leu Gin Gly Gin Leu Phe Val Ala Phe Leu Val He Tyr Leu Val Thr 
25 30 35 

ctg ata gga aat gec att att ata gtc ate gtc tec eta gac cag age 
Leu He Gly Asn Ala lie lie lie Val lie Val Ser Leu Asp Gin Ser 
40 45 50 

etc cac gtt ccc atg tac ctg ttt etc ctg aac tta tct gtg gtg gac 
Leu His Val Pro Met Tyr Leu Phe Leu Leu Asn Leu Ser Val Val Asp 
55 60 65 70 

ctg agt ttc agt gca gtt att atg cct gaa atg ctg gtg gtc etc tct 
Leu Ser Phe Ser Ala Val lie Met Pro Glu Met Leu Val Val Leu Ser 
75 80 85 



act gaa aaa act aca att tct ttt ggg ggc tgt ttt gca cag atg tat 

160 



Thr Glu Lys Thr Thr lie Ser Phe Gly Gly Cys Phe Ala Gin Met Tyr 
90 95 100 



ttc ate ctt ctt ttt ggt ggg get gaa tgt ttt ctt ctg gga gta atg 391 
Phe lie Leu Leu Phe Gly Gly Ala Glu Cys Phe Leu Leu Gly Val Met 
105 110 115 

get tat gac cga ttt get gca att tgc cat cct etc aac tac caa atg 439 
Ala Tyr Asp Arg Phe Ala Ala lie Cys His Pro Leu Asn Tyr Gin Met 
120 125 130 

att atg aat aaa gga ggt ttt atg aaa tta att ata ttt tea tgg gee 487 
lie Met Asn Lys Gly Gly Phe Met Lys Leu lie He Phe Ser Trp Ala 
135 140 145 150 

tta ggt ttt atg tta ggt act gtt caa aca tea tgg gta tct agt ttt 535 
Leu Gly Phe Met Leu Gly Thr Val Gin Thr Ser Trp Val Ser Ser Phe 
155 160 165 

ccc ttt tgt ggc ctt aat gaa att aac cat ata tct tgt gaa ace cca 583 
Pro Phe Cys Gly Leu Asn Glu He Asn His He Ser Cys Glu Thr Pro 
170 175 180 

gca gtg tta gaa ctt gca tgt gca gac acg ttt ttg ttt gaa ate tat 631 
Ala Val Leu Glu Leu Ala Cys Ala Asp Thr Phe Leu Phe Glu He Tyr 
185 190 195 

gca ttc aca ggc acc ttt ttg att att ttg gtt cct ttc ttg ttg ata 679 
Ala Phe Thr Gly Thr Phe Leu He He Leu Val Pro Phe Leu Leu He 
200 205 210 

etc ttg tct tac att cga gtt ctg ttt gee ate ctg aag atg cca tea 727 
Leu Leu Ser Tyr He Arg Val Leu Phe Ala He Leu Lys Met Pro Ser 
215 220 225 230 

acc act ggg aga caa aag gec ttt tec acc tgt gee get cac etc aca 775 
Thr Thr Gly Arg Gin Lys Ala Phe Ser Thr Cys Ala Ala His Leu Thr 
235 240 245 

tct gtg acc eta ttc tat ggc aca gee agt atg act tat tta caa ccc 823 
Ser Val Thr Leu Phe Tyr Gly Thr Ala Ser Met Thr Tyr Leu Gin Pro 
250 255 260 

aaa tct ggc tac tea ccg gaa acc aag aaa gtg atg tea ttg tct tac 871 
Lys Ser Gly Tyr Ser Pro Glu Thr Lys Lys Val Met Ser Leu Ser Tyr 
265 270 275 

tea ctt ctg aca cca ctg ctg aat ccg ctt ate tac agt ttg cga aat 919 
Ser Leu Leu Thr Pro Leu Leu Asn Pro Leu He Tyr Ser Leu Arg Asn 
280 285 290 

agt gag atg aag agg get ttg atg aaa tta tgg cga agg cga gtg gtt 967 
Ser Glu Met Lys Arg Ala Leu Met Lys Leu Trp Arg Arg Arg Val Val 
295 300 305 310 

tta cac aca ate tgact 984 
Leu His Thr He 

161 



<210> 114 
<211> 314 
<212> PRT 

<213> Homo sapiens 
<400> 114 



Met Olu Arg Gln As Gln ser cys ^ l ^ l ^ 

10 

Phe s« A „ Tyr Pro ». Leu „ „ y G1 „ Lau ph , ^ ^ ^ ^ 

25 30 
Val Ile Ty r Leu v.l Thr Leu lie 01y Asn Ala Ile Ile Jlg ^ ^ 

40 45 

V.X ,„ L eu „ Gln ser Hi , val ^ ^ ^ ^ u 

" 60 
AJ„ , eU Ser » Val v ^ ne ^ 

75 

Met L . u v,! v,! ser Thr Glu lys Thr Thr ne J° 



90 95 



eye Phe «, G ,„ Mec Tyr Phe Ile ^ Leu phe Qiy My ^ ^ 
Phe ,. u Gly val _ Ala aip Arg phe Ma Ma ^ cya His 

125 

Pro jeu Asn Tyr Gln Met , Mefc Asn Lys Qiy ^ l ^ 

±Jb 140 
lie lie Phe Ser Trp A1 Leu Gly phe ^ ^ ^ ^ ^ ^ 

155 

Ser Tr P VU S„ S.r P h , p ro Phe cya ^ ™ 

n. s« c ys «„ Tht p ro „. val „ u Leu aia ^ Ma ™ 



Phe L eu Pfce Glu n . Tyr Ala Thr My ^ p ^ L ^ 

^ UU 205 
V,l Pro PHe Leu Leu „. le „ sar Iyr ue ^ vai ^ 

220 

II. Leu Lys Met Pro s Thr Thr Gly Arg Qln Lys ^ ^ ^ 

235 

Ma ». „ is L ^ ser val ^ ^ ^ M> ™ 



245 250 

^bu 255 



162 



260 



265 



270 



Val Met Ser Leu Ser Tyr Ser Leu Leu Thr Pro Leu Leu Asn Pro Leu 
275 280 285 

lie Tyr Ser Leu Arg Asn Ser Glu Met Lys Arg Ala Leu Met Lys Leu 
290 295 300 

Trp Arg Arg Arg Val Val Leu His Thr lie 
305 310 



<210> 115 
<211> 891 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (888) 



<400> 115 

eta tea ggt gca ccc tec tgg tgg aca ttg ccc etc att get gtc tac 

Leu Ser Gly Ala Pro Ser Trp Trp Thr Leu Pro Leu lie Ala Val Tyr 

1 5 10 15 



ctt etc tct gee ctg gga aat ggc acc ate etc tgg ate att gee ctg 
Leu Leu Ser Ala Leu Gly Asn Gly Thr lie Leu Trp He He Ala Leu 
20 25 30 



gag ccc gee ctg cac cgc cca atg cac ttc ttc etc ttc ttg ctt agt 
Glu Pro Ala Leu His Arg Pro Met His Phe Phe Leu Phe Leu Leu Ser 
35 40 45 



gtg tct gat att gga ttg gtc act gee ctg atg ccc aca ctg ctg ggc 
Val Ser Asp He Gly Leu Val Thr Ala Leu Met Pro Thr Leu Leu Gly 
50 55 60 



ate gee ctt get ggt get cac act gtt cct gee tea gee tgc ctt eta 
lie Ala Leu Ala Gly Ala His Thr Val Pro Ala Ser Ala Cys Leu Leu 
65 70 75 80 



cag atg gtt ttt ate cat gtc ttt tct gtc atg gag tec tct gtc ttg 
Gin Met Val Phe He His Val Phe Ser Val Met Glu Ser Ser Val Leu 
85 90 95 



etc gee atg tec att gat egg gca ctg gee ate tgc cga cct etc cac 
Leu Ala Met Ser He Asp Arg Ala Leu Ala He Cys Arg Pro Leu His 
100 105 110 



tac cca gcg etc etc acc aat ggt gta att age aaa ate age ctg gee 
Tyr Pro Ala Leu Leu Thr Asn Gly Val lie Ser Lys He Ser Leu Ala 
115 120 125 



att tct ttt cga tgc ctg ggt etc cat ctg ccc ctg cca ttc ctg ctg 
He Ser Phe Arg Cys Leu Gly Leu His Leu Pro Leu Pro Phe Leu Leu 

163 



130 135 140 

gcc tac atg ccc tac tgc cgc cca cag gtc eta acc cat tct tat tgc 480 
Ala Tyr Met Pro Tyr Cys Arg Pro Gin Val Leu Thr His Ser Tyr Cys 
145 150 155 160 

ttg cat cca gat gtg get cgt ttg gcc tgc cca gaa get tgg ggt gca 528 
Leu His Pro Asp Val Ala Arg Leu Ala Cys Pro Glu Ala Trp Gly Ala 
165 170 175 

gcc tac age eta ttt gtg gtt ctt tea gcc atg ggt ttg gac ccc ctg 576 
Ala Tyr Ser Leu Phe Val Val Leu Ser Ala Met Gly Leu Asp Pro Leu 
180 185 190 

ctt att ttc ttc tec tat ggc ctg att ggc aag gtg ttg caa ggt gtg 624 
Leu lie Phe Phe Ser Tyr Gly Leu lie Gly Lys Val Leu Gin Gly Val 
195 200 205 

gag tec aga gag gat cgc tgg aag get ggt caa acc tgt get gcc cac 6 72 
Glu Ser Arg Glu Asp Arg Trp Lys Ala Gly Gin Thr Cys Ala Ala His 
210 215 220 

etc tct gca gtg etc etc ttc tat ate cct atg ate ttc ccg gca ctg 720 
Leu Ser Ala Val Leu Leu Phe Tyr lie Pro Met lie Phe Pro Ala Leu 
225 230 235 240 

att aac cat cct gag ctg cca ate act cag cat acc cat act ctt eta 768 
lie Asn His Pro Glu Leu Pro lie Thr Gin His Thr His Thr Leu Leu 
245 250 255 

tec tat gtc cat ttc ctt ctt cct cca ttg ata aac cct att etc tat 816 
Ser Tyr Val His Phe Leu Leu Pro Pro Leu lie Asn Pro lie Leu Tyr 
260 265 270 

agt gtc aag atg aag gag att aga aag aga ata etc aac agg ttg cag 864 
Ser Val Lys Met Lys Glu lie Arg Lys Arg lie Leu Asn Arg Leu Gin 
275 280 285 

ccc agg aag gtg ggt ggt get cag tga 891 
Pro Arg Lys Val Gly Gly Ala Gin 
290 295 



<210> 116 
<211> 296 
<212> PRT 
<213> Homo sapiens 

<400> 116 

Leu Ser Gly Ala Pro Ser Trp Trp 
1 5 

Leu Leu Ser Ala Leu Gly Asn Gly 
20 

Glu Pro Ala Leu His Arg Pro Met 
35 40 



Thr Leu Pro Leu lie Ala Val Tyr 
10 15 

Thr lie Leu Trp lie lie Ala Leu 
25 30 

His Phe Phe Leu Phe Leu Leu Ser 
45 

164 



Val Ser Asp lie Gly Leu Val Thr Ala Leu Met Pro Thr Leu Leu Gly 
50 55 60 



lie Ala Leu Ala Gly Ala His Thr Val Pro Ala Ser Ala Cys Leu Leu 
65 70 75 80 

Gin Met Val Phe lie His Val Phe Ser Val Met Glu Ser Ser Val Leu 
85 90 95 

Leu Ala Met Ser He Asp Arg Ala Leu Ala He Cys Arg Pro Leu His 
100 105 110 

Tyr Pro Ala Leu Leu Thr Asn Gly Val He Ser Lys He Ser Leu Ala 
115 120 125 

He Ser Phe Arg Cys Leu Gly Leu His Leu Pro Leu Pro Phe Leu Leu 
130 135 140 

Ala Tyr Met Pro Tyr Cys Arg Pro Gin Val Leu Thr His Ser Tyr Cys 
145 150 155 160 

Leu His Pro Asp Val Ala Arg Leu Ala Cys Pro Glu Ala Trp Gly Ala 
165 170 175 

Ala Tyr Ser Leu Phe Val Val Leu Ser Ala Met Gly Leu Asp Pro Leu 
180 185 190 

Leu He Phe Phe Ser Tyr Gly Leu He Gly Lys Val Leu Gin Gly Val 
195 200 205 

Glu Ser Arg Glu Asp Arg Trp Lys Ala Gly Gin Thr Cys Ala Ala His 
210 215 220 

Leu Ser Ala Val Leu Leu Phe Tyr He Pro Met He Phe Pro Ala Leu 
225 230 235 240 

He Asn His Pro Glu Leu Pro He Thr Gin His Thr His Thr Leu Leu 
245 250 255 

Ser Tyr Val His Phe Leu Leu Pro Pro Leu He Asn Pro He Leu Tyr 
260 265 270 

Ser Val Lys Met Lys Glu lie Arg Lys Arg He Leu Asn Arg Leu Gin 
275 280 285 

Pro Arg Lys Val Gly Gly Ala Gin 
290 295 



<210> 117 
<211> 947 
<212> DNA 

<213> Homo sapiens 
<220> 



165 



<221> CDS 

<222> (16) . . (939) 



<400> 117 

attactcctg caata atg gca aat etc aca ate gtg act gaa ttt ate etc 51 
Met Ala Asn Leu Thr lie Val Thr Glu Phe lie Leu 
15 10 

at g 999 ttt tct ace aat aaa aat atg tgc att ttg cat teg att etc 99 
Met Gly Phe Ser Thr Asn Lys Asn Met Cys lie Leu His Ser He Leu 
15 20 25 

ttc ttg ttg att tat ttg tgt gee ctg atg ggg aat gtc etc att ate 147 
Phe Leu Leu He Tyr Leu Cys Ala Leu Met Gly Asn Val Leu He He 
30 35 40 

atg ate aca act ttg gac cat cat etc cac ace ccc gtg tat ttc ttc 195 
Met He Thr Thr Leu Asp His His Leu His Thr Pro Val Tyr Phe Phe 
45 50 55 60 

ttg aag aat eta tct ttc ttg gat etc tgc ctt att tea gtc acg get 243 
Leu Lys Asn Leu Ser Phe Leu Asp Leu Cys Leu He Ser Val Thr Ala 
65 70 75 

ccc aaa tct ate gee aat tct ttg ata cac aac aac tec att tea ttc 291 
Pro Lys Ser He Ala Asn Ser Leu He His Asn Asn Ser lie Ser Phe 
80 85 90 

ctt ggc tgt gtt tec cag gtc ttt ttg ttg ctt tct tea gca tct gca 339 
Leu Gly Cys Val Ser Gin Val Phe Leu Leu Leu Ser Ser Ala Ser Ala 
95 100 105 

gag ctg etc etc etc acg gtg atg tec ttt gac cgc tat act get ata 387 
Glu Leu Leu Leu Leu Thr Val Met Ser Phe Asp Arg Tyr Thr Ala He 
110 115 120 

tgt cac cct ctg cac tat gat gtc ate atg gac agg age ace tgt gtc 435 
Cys His Pro Leu His Tyr Asp Val He Met Asp Arg Ser Thr Cys Val 
125 130 135 140 

caa aga gee act gtg tct tgg ctg tat ggg ggt ctg att get gtg atg 4 83 
Gin Arg Ala Thr Val Ser Trp Leu Tyr Gly Gly Leu He Ala Val Met 
145 150 155 

cac aca get ggc ace ttc tta tec tac tgt ggg tec aac atg gtc cat 531 
His Thr Ala Gly Thr Phe Leu Ser Tyr Cys Gly Ser Asn Met Val His 
160 165 170 

cag ttc ttc tgt gac att ccc cag tta tta get att tct tgc tea gaa 579 
Gin Phe Phe Cys Asp He Pro Gin Leu Leu Ala He Ser Cys Ser Glu 
175 180 185 

aat tta ata aga gaa att gca etc ate ctt att aat gta gtt ttg gat 627 
Asn Leu lie Arg Glu lie Ala Leu He Leu lie Asn Val Val Leu Asp 
190 195 200 



ttc tgc tgt ttt att gtc ate ate att ace tat gtc cac gtc ttc tct 675 
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Phe Cys Cys Phe lie Val lie He He Thr Tyr Val His Val Phe Ser 
205 210 215 220 



aca gtc aag aag ate cct tec aca gaa ggc cag tea aaa gee tac tct 
Thr Val Lys Lys He Pro Ser Thr Glu Gly Gin Ser Lys Ala Tyr Ser 
225 230 235 

act tgc ctt cca cac ttg ctg gtt gtg tta ttt ctt tec act gga ttc 
Thr Cys Leu Pro His Leu Leu Val Val Leu Phe Leu Ser Thr Gly Phe 
240 245 250 

att get tat ctg aag cca get tea gag tct cct tct att ttg gat get 
He Ala Tyr Leu Lys Pro Ala Ser Glu Ser Pro Ser lie Leu Asp Ala 
255 260 265 

gta att tct gtg ttc tac act atg ctg ccc cca ace ttt aat ccc att 
Val He Ser Val Phe Tyr Thr Met Leu Pro Pro Thr Phe Asn Pro He 
270 275 280 

ata tac agt ttg aga aac aag gee ata aag gtg get ctg ggg atg ttg 
He Tyr Ser Leu Arg Asn Lys Ala He Lys Val Ala Leu Gly Met Leu 
285 290 295 300 

ata aag gga aag etc ace aaa aag taaaagct 
He Lys Gly Lys Leu Thr Lys Lys 
305 



<210> 118 
<211> 308 
<212> PRT 

<213> Homo sapiens 
<400> 118 

Met Ala Asn Leu Thr He Val Thr Glu Phe He Leu Met Gly Phe Ser 
15 10 15 

Thr Asn Lys Asn Met Cys He Leu His Ser He Leu Phe Leu Leu He 
20 25 30 

Tyr Leu Cys Ala Leu Met Gly Asn Val Leu He He Met He Thr Thr 
35 40 45 

Leu Asp His His Leu His Thr Pro Val Tyr Phe Phe Leu Lys Asn Leu 
50 55 60 

Ser Phe Leu Asp Leu Cys Leu He Ser Val Thr Ala Pro Lys Ser He 
65 70 75 80 

Ala Asn Ser Leu He His Asn Asn Ser He Ser Phe Leu Gly Cys Val 
85 90 95 

Ser Gin Val Phe Leu Leu Leu Ser Ser Ala Ser Ala Glu Leu Leu Leu 
100 105 110 

Leu Thr Val Met Ser Phe Asp Arg Tyr Thr Ala lie Cys His Pro Leu 
115 120 125 

167 



His Tyr Asp Val lie 
130 

Val Ser Trp Leu Tyr 
145 

Thr Phe Leu Ser Tyr 
165 

Asp lie Pro Gin Leu 
180 

Glu lie Ala Leu lie 
195 

He Val He He He 
210 

He Pro Ser Thr Glu 
225 

His Leu Leu Val Val 
245 

Lys Pro Ala Ser Glu 
260 

Phe Tyr Thr Met Leu 
275 

Arg Asn Lys Ala He 
290 

Leu Thr Lys Lys 
305 



Met Asp Arg Ser Thr Cys 
135 

Gly Gly Leu He Ala Val 
150 155 

Cys Gly Ser Asn Met Val 
170 

Leu Ala He Ser Cys Ser 
185 

Leu He Asn Val Val Leu 
200 

Thr Tyr Val His Val Phe 
215 

Gly Gin Ser Lys Ala Tyr 
230 235 

Leu Phe Leu Ser Thr Gly 
250 

Ser Pro Ser He Leu Asp 
265 

Pro Pro Thr Phe Asn Pro 
280 

Lys Val Ala Leu Gly Met 
295 



Val Gin Arg Ala Thr 
140 

Met His Thr Ala Gly 
160 

His Gin Phe Phe Cys 
175 

Glu Asn Leu He Arg 
190 

Asp Phe Cys Cys Phe 
205 

Ser Thr Val Lys Lys 
220 

Ser Thr Cys Leu Pro 
240 

Phe He Ala Tyr Leu 
255 

Ala Val He Ser Val 
270 

He He Tyr Ser Leu 
285 

Leu He Lys Gly Lys 
300 



<210> 119 
<211> 923 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (!) . . (885) 

<400> 119 

eta cag gta eta ttg ttt gec ctt ttg ctg ctg gec tat gtg ttg gtg 

Leu Gin Val Leu Leu Phe Ala Leu Leu Leu Leu Ala Tyr Val Leu Val 

15 10 15 

ctg act gag aac aca etc ate att atg gca att agg aac cat tec acc 
Leu Thr Glu Asn Thr Leu He He Met Ala He Arg Asn His Ser Thr 
20 25 30 
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etc cac aaa ccc atg tac ttt ttt eta get aat atg tec ttt ctg gag 144 
Leu His Lys Pro Met Tyr Phe Phe Leu Ala Asn Met Ser Phe Leu Glu 
35 40 45 

ate tgg tat gtc act gtc act att ccc aag atg ctt get ggc ttt gtt 192 
He Trp Tyr Val Thr Val Thr He Pro Lys Met Leu Ala Gly Phe Val 
50 55 60 

gga tec aaa cag gat cat gga cag eta ate tec ttt ggg gga tgc atg 240 
Gly Ser Lys Gin Asp His Gly Gin Leu He Ser Phe Gly Gly Cys Met 
65 70 75 80 

aca cag etc tac ttt ttc ctt ggc ttg ggc tgc act gag tgt gtc ctt 288 
Thr Gin Leu Tyr Phe Phe Leu Gly Leu Gly Cys Thr Glu Cys Val Leu 
85 90 95 

etc get gtt atg gee tat gat cgc tat atg gee ate tgc tat cct etc 336 
Leu Ala Val Met Ala Tyr Asp Arg Tyr Met Ala He Cys Tyr Pro Leu 
100 105 110 

cac tac cca gtc att gtc agt ggc egg ctg tgt gtg cag atg get get 384 
His Tyr Pro Val He Val Ser Gly Arg Leu Cys Val Gin Met Ala Ala 
115 120 125 

ggc tct tgg get gga ggt ttt ggc ate tec atg gtc aaa gtt ttt ctt 432 
Gly Ser Trp Ala Gly Gly Phe Gly He Ser Met Val Lys Val Phe Leu 
130 135 140 

att tct ggc etc tct tac tgt ggc ccc aac ate ate aac cac ttt ttc 480 
He Ser Gly Leu Ser Tyr Cys Gly Pro Asn He He Asn His Phe Phe 
145 150 155 160 

tgt gat gtc tct cca ttg etc aac etc tea tgc act gat atg tec aca 528 
Cys Asp Val Ser Pro Leu Leu Asn Leu Ser Cys Thr Asp Met Ser Thr 
165 170 175 

gca gag ctt aca gat ttc ate ctg gee att ttt att ctt eta ggg cca 576 
Ala Glu Leu Thr Asp Phe He Leu Ala He Phe He Leu Leu Gly Pro 
180 185 190 

etc tct gtc act ggg gee tec tat gtg gee att act ggt get gtg atg 624 
Leu Ser Val Thr Gly Ala Ser Tyr Val Ala He Thr Gly Ala Val Met 
195 200 205 

cac att cct teg get get gga cgc tat aag gee ttt tec ace tgt gee 672 
His He Pro Ser Ala Ala Gly Arg Tyr Lys Ala Phe Ser Thr Cys Ala 
210 215 220 

tct cat etc act gtt gtg ata ate ttc tat gca gee agt ate ttc ate 720 
Ser His Leu Thr Val Val He He Phe Tyr Ala Ala Ser He Phe He 
225 230 235 240 

tat get egg cca aag gca etc tea get ttt gac acc aac aag ttg gtc 768 
Tyr Ala Arg Pro Lys Ala Leu Ser Ala Phe Asp Thr Asn Lys Leu Val 
245 250 255 

tct gta ctg tat get gtc att gta cca ttg etc aat ccc ate att tac 816 
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Ser Val Leu Tyr Ala Val lie Val Pro Leu Leu Asn Pro lie He Tyr 
260 265 270 



tgc ctg age aat caa gag gtc aag aga gec eta tgc tgt act ctg caa 
Cys Leu Ser Asn Gin Glu Val Lys Arg Ala Leu Cys Cys Thr Leu Gin 
275 280 285 

cct gta cca gca cca gga tec tgaccccaag aaagctagca gaaatgtata 
Pro Val Pro Ala Pro Gly Ser 
290 295 

gaagggat 



<210> 120 
<211> 295 
<212> PRT 

<213> Homo sapiens 
<400> 120 

Leu Gin Val Leu Leu Phe Ala Leu Leu Leu Leu Ala Tyr Val Leu Val 
15 10 15 

Leu Thr Glu Asn Thr Leu He He Met Ala He Arg Asn His Ser Thr 
20 25 30 

Leu His Lys Pro Met Tyr Phe Phe Leu Ala Asn Met Ser Phe Leu Glu 
35 40 45 

He Trp Tyr Val Thr Val Thr He Pro Lys Met Leu Ala Gly Phe Val 
50 55 60 

Gly Ser Lys Gin Asp His Gly Gin Leu He Ser Phe Gly Gly Cys Met 
65 70 75 80 

Thr Gin Leu Tyr Phe Phe Leu Gly Leu Gly Cys Thr Glu Cys Val Leu 
85 90 95 

Leu Ala Val Met Ala Tyr Asp Arg Tyr Met Ala lie Cys Tyr Pro Leu 
100 105 110 

His Tyr Pro Val He Val Ser Gly Arg Leu Cys Val Gin Met Ala Ala 
115 120 125 

Gly Ser Trp Ala Gly Gly Phe Gly He Ser Met Val Lys Val Phe Leu 
130 135 140 

lie Ser Gly Leu Ser Tyr Cys Gly Pro Asn He He Asn His Phe Phe 
145 150 155 160 

Cys Asp Val Ser Pro Leu Leu Asn Leu Ser Cys Thr Asp Met Ser Thr 
165 170 175 

Ala Glu Leu Thr Asp Phe He Leu Ala He Phe He Leu Leu Gly Pro 
180 185 190 



Leu Ser Val Thr Gly Ala Ser Tyr Val Ala He Thr Gly Ala Val Met 

170 



195 

His lie Pro Ser 
210 

Ser His Leu Thr 
225 

Tyr Ala Arg Pro 



Ser Val Leu Tyr 
260 

Cys Leu Ser Asn 
275 

Pro Val Pro Ala 
290 



200 

Ala Ala Gly Arg 
215 

Val Val lie lie 
230 

Lys Ala Leu Ser 
245 

Ala Val lie Val 



Gin Glu Val Lys 
280 

Pro Gly Ser 
295 



Tyr Lys Ala Phe 
220 

Phe Tyr Ala Ala 
235 

Ala Phe Asp Thr 
250 

Pro Leu Leu Asn 
265 

Arg Ala Leu Cys 



205 

Ser Thr Cys Ala 



Ser lie Phe lie 
240 

Asn Lys Leu Val 
255 

Pro lie lie Tyr 
270 

Cys Thr Leu Gin 
285 



<210> 121 
<211> 945 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (6) . . (935) 

<400> 121 

atcct atg gaa cca cag aac acc aca cag gta tea atg ttt gtc etc tta 50 

Met Glu Pro Gin Asn Thr Thr Gin Val Ser Met Phe Val Leu Leu 

15 10 15 

ggg ttt tea cag acc caa gag etc cag aaa ttc ctg ttc ctt ctg ttc 98 
Gly Phe Ser Gin Thr Gin Glu Leu Gin Lys Phe Leu Phe Leu Leu Phe 
20 25 30 

ctg tta gtc tat gtt acc acc att gtg gga aac etc ctt ate atg gtc 146 
Leu Leu Val Tyr Val Thr Thr lie Val Gly Asn Leu Leu He Met Val 
35 40 45 

aca gtg act ttt gac tgc egg etc cac aca ccc atg tat ttt ctg etc 194 
Thr Val Thr Phe Asp Cys Arg Leu His Thr Pro Met Tyr Phe Leu Leu 
50 55 60 

cga aat eta get etc ata gac etc tgc tat tec aca gtc acc tct cca 242 
Arg Asn Leu Ala Leu He Asp Leu Cys Tyr Ser Thr Val Thr Ser Pro 
65 70 75 

aag atg ctg gtg gac ttc etc cat gag acc aag acg ate tec tac cag 290 
Lys Met Leu Val Asp Phe Leu His Glu Thr Lys Thr He Ser Tyr Gin 
80 85 90 95 



ggc tgc atg gec cag ate ttc ttc ttc cac ctt ttg gga ggt ggg act 338 
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Gly Cys Met Ala Gin lie Phe Phe Phe His Leu Leu Gly Gly Gly Thr 
100 105 110 



gtc ttt ttt etc tea gtc atg gec tat gac cgc tac ata gec ate tec 386 
Val Phe Phe Leu Ser Val Met Ala Tyr Asp Arg Tyr lie Ala lie Ser 
115 120 125 

cag ccc etc egg tat gtc acc ate atg aac act caa ttg tgt gtg ggc 434 
Gin Pro Leu Arg Tyr Val Thr lie Met Asn Thr Gin Leu Cys Val Gly 
130 135 140 

ctg gta gta gee gee tgg gtg ggg ggc ttt gtc cac tec att gtc caa 4 82 
Leu Val Val Ala Ala Trp Val Gly Gly Phe Val His Ser He Val Gin 
145 150 155 

ctg get ctg ata ctt cca ctg ccc ttc tgt ggc ccc aat ate ata gat 530 
Leu Ala Leu He Leu Pro Leu Pro Phe Cys Gly Pro Asn He He Asp 
160 165 170 175 

aac ttc tac tgt gat gtt ccc caa gta ctg aga ctt gee tgc act gat 578 
Asn Phe Tyr Cys Asp Val Pro Gin Val Leu Arg Leu Ala Cys Thr Asp 
180 185 190 

acc tec etc ctg gag ttc etc atg ate tec aac agt ggg ctg eta gtt 626 
Thr Ser Leu Leu Glu Phe Leu Met He Ser Asn Ser Gly Leu Leu Val 
195 200 205 

ate ate tgg ttc etc etc ctt ctg ate tct tat act gtc ate ctg gtg 674 
He He Trp Phe Leu Leu Leu Leu lie Ser Tyr Thr Val lie Leu Val 
210 215 220 

atg ctg agg tec cac teg gga aag gca agg agg aag gca get tec acc 72 2 
Met Leu Arg Ser His Ser Gly Lys Ala Arg Arg Lys Ala Ala Ser Thr 
225 230 235 

tgc acc acc cac ate ate gtg gtg tec atg ate ttc att ccc tgt ate 770 
Cys Thr Thr His lie lie Val Val Ser Met lie Phe lie Pro Cys He 
240 245 250 255 

tat ate tat acc tgg ccc ttc acc cca ttc etc ata gac aag get gtg 818 
Tyr He Tyr Thr Trp Pro Phe Thr Pro Phe Leu lie Asp Lys Ala Val 
260 265 270 

tec ate age tac aca gtc atg acc ccc atg etc aac ccc atg ate tac 866 
Ser lie Ser Tyr Thr Val Met Thr Pro Met Leu Asn Pro Met lie Tyr 
275 280 285 

aac ctg aga aac cag gac atg aaa gca gee atg agg aga tta ggc aag 914 
Asn Leu Arg Asn Gin Asp Met Lys Ala Ala Met Arg Arg Leu Gly Lys 
290 295 300 

tgc eta gta att tgc agg gag taaactttaa 945 
Cys Leu Val lie Cys Arg Glu 
305 310 



<210> 122 

172 



<211> 310 
<212> PRT 

<213 > Homo sapiens 



<400> 122 
Met Glu Pro Gin 
1 

Phe Ser Gin Thr 
20 

Leu Val Tyr Val 
35 

Val Thr Phe Asp 
50 

Asn Leu Ala Leu 

65 

Met Leu Val Asp 



Cys Met Ala Gin 
100 

Phe Phe Leu Ser 
115 

Pro Leu Arg Tyr 
130 

Val Val Ala Ala 
145 

Ala Leu lie Leu 



Phe Tyr Cys Asp 
180 

Ser Leu Leu Glu 
195 

lie Trp Phe Leu 
210 

Leu Arg Ser His 
225 

Thr Thr His lie 



lie Tyr Thr Trp 
260 

lie Ser Tyr Thr 



Asn Thr Thr Gin 
5 

Gin Glu Leu Gin 



Thr Thr lie Val 
40 

Cys Arg Leu His 
55 

lie Asp Leu Cys 
70 

Phe Leu His Glu 
85 

lie Phe Phe Phe 



Val Met Ala Tyr 
120 

Val Thr lie Met 
135 

Trp Val Gly Gly 
150 

Pro Leu Pro Phe 
165 

Val Pro Gin Val 



Phe Leu Met lie 
200 

Leu Leu Leu lie 
215 

Ser Gly Lys Ala 
230 

He Val Val Ser 
245 

Pro Phe Thr Pro 



Val Met Thr Pro 



Val Ser Met Phe 
10 

Lys Phe Leu Phe 
25 

Gly Asn Leu Leu 



Thr Pro Met Tyr 
60 

Tyr Ser Thr Val 
75 

Thr Lys Thr He 
90 

His Leu Leu Gly 
105 

Asp Arg Tyr lie 



Asn Thr Gin Leu 
140 

Phe Val His Ser 
155 

Cys Gly Pro Asn 
170 

Leu Arg Leu Ala 
185 

Ser Asn Ser Gly 



Ser Tyr Thr Val 
220 

Arg Arg Lys Ala 
235 

Met He Phe lie 
250 

Phe Leu lie Asp 
265 

Met Leu Asn Pro 
173 



Val Leu Leu Gly 
15 

Leu Leu Phe Leu 
30 

He Met Val Thr 
45 

Phe Leu Leu Arg 



Thr Ser Pro Lys 
80 

Ser Tyr Gin Gly 
95 

Gly Gly Thr Val 
110 

Ala He Ser Gin 
125 

Cys Val Gly Leu 



lie Val Gin Leu 
160 

He He Asp Asn 
175 

Cys Thr Asp Thr 
190 

Leu Leu Val He 
205 

He Leu Val Met 



Ala Ser Thr Cys 
240 

Pro Cys He Tyr 
255 

Lys Ala Val Ser 
270 

Met He Tyr Asn 



275 



280 



285 



Leu Arg Asn Gin Asp Met Lys Ala Ala Met Arg Arg Leu Gly Lys Cys 
290 295 300 

Leu Val lie Cys Arg Glu 
305 310 



<210> 123 
<211> 952 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (945) 

<400> 123 

atg ttc tec cca aac cac acc ata gtg aca gaa ttc att etc ttg gga 48 

Met Phe Ser Pro Asn His Thr lie Val Thr Glu Phe lie Leu Leu Gly 

15 10 15 

ctg aca gac gac cca gtg eta gag aag ate ctg ttt ggg gta ttc ctt 96 
Leu Thr Asp Asp Pro Val Leu Glu Lys lie Leu Phe Gly Val Phe Leu 
20 25 30 

gcg ate tac eta ate aca ctg gca ggc aac ctg tgc atg ate ctg ctg 144 
Ala He Tyr Leu He Thr Leu Ala Gly Asn Leu Cys Met He Leu Leu 
35 40 45 

ate agg acc aat tec cac ctg caa aca ccc atg tat ttc ttc ctt ggc 192 
He Arg Thr Asn Ser His Leu Gin Thr Pro Met Tyr Phe Phe Leu Gly 
50 55 60 

cac etc tec ttt gta gac att tgc tat tct tec aat gtt act cca aat 240 
His Leu Ser Phe Val Asp He Cys Tyr Ser Ser Asn Val Thr Pro Asn 
65 70 75 80 

atg ctg cac aat ttc etc tea gaa cag aag acc ate tec tac get gga 288 
Met Leu His Asn Phe Leu Ser Glu Gin Lys Thr He Ser Tyr Ala Gly 
8 5 9 0 95 

tgc ttc aca cag tgt ctt etc ttc ate gee ctg gtg ate act gag ttt 336 
Cys Phe Thr Gin Cys Leu Leu Phe He Ala Leu Val He Thr Glu Phe 
100 105 110 

tac ate ctt get tea atg gca ttg gat cgc tat gta gee att tgc age 384 
Tyr He Leu Ala Ser Met Ala Leu Asp Arg Tyr Val Ala He Cys Ser 
115 120 125 

cct ttg cat tac agt tec agg atg tec aag aac ate tgt gtc tgt ctg 432 
Pro Leu His Tyr Ser Ser Arg Met Ser Lys Asn He Cys Val Cys Leu 
130 135 140 



gtc act ate cct tac atg tat ggg ttt ctt agt ggg ttc tct cag tea 480 

174 



Val Thr He Pro Tyr Met Tyr Gly Phe Leu Ser Gly Phe Ser Gin Ser 
145 150 155 160 



ctg eta acc ttt cac tta tec ttc tgt ggc tec ctt gaa ate aat cat 528 
Leu Leu Thr Phe His Leu Ser Phe Cys Gly Ser Leu Glu He Asn His 
165 170 175 

ttc tac tgc get gat cct cct ctt ate atg ctg gee tgc tct gac acc 576 
Phe Tyr Cys Ala Asp Pro Pro Leu He Met Leu Ala Cys Ser Asp Thr 
180 185 190 

cgt gtc aaa aag atg gca atg ttt gta gtt gca ggc ttt aat etc tea 624 
Arg Val Lys Lys Met Ala Met Phe Val Val Ala Gly Phe Asn Leu Ser 
195 200 205 

age tct etc ttc ate att ctt ctg tec tat ctt ttc att ttt gca gcg 672 
Ser Ser Leu Phe He He Leu Leu Ser Tyr Leu Phe He Phe Ala Ala 
210 215 220 

ate ttc agg ate cgt tct get gaa ggc agg cac aaa gee ttt tct acg 720 
He Phe Arg He Arg Ser Ala Glu Gly Arg His Lys Ala Phe Ser Thr 
225 230 235 240 

tgt get tec cac ctg aca ata gtc act ttg ttt tat gga acc etc ttc 768 
Cys Ala Ser His Leu Thr He Val Thr Leu Phe Tyr Gly Thr Leu Phe 
245 250 255 

tgc atg tac gta agg cct cca tea gag aag tct gta gag gag tec aaa 816 
Cys Met Tyr Val Arg Pro Pro Ser Glu Lys Ser Val Glu Glu Ser Lys 
260 265 270 

ata act gca gtc ttt tat act ttt ttg age cca atg ctg aac cca ttg 864 
He Thr Ala Val Phe Tyr Thr Phe Leu Ser Pro Met Leu Asn Pro Leu 
275 280 285 

ate tat age eta egg aac aca gat gta ate ctt gee atg caa caa atg 912 
He Tyr Ser Leu Arg Asn Thr Asp Val He Leu Ala Met Gin Gin Met 
290 295 300 

att agg gga aaa tec ttt cat aaa att gca gtt taggctt 952 
He Arg Gly Lys Ser Phe His Lys He Ala Val 
305 310 315 



<210> 124 
<211> 315 
<212> PRT 

<213> Homo sapiens 
<400> 124 

Met Phe Ser Pro Asn His Thr He Val Thr Glu Phe He Leu Leu Gly 
15 10 15 

Leu Thr Asp Asp Pro Val Leu Glu Lys He Leu Phe Gly Val Phe Leu 
20 25 30 

Ala He Tyr Leu He Thr Leu Ala Gly Asn Leu Cys Met He Leu Leu 

175 



35 



40 



45 



lie Arg Thr Asn Ser His Leu Gin Thr Pro Met Tyr Phe Phe Leu Gly 
50 55 60 

His Leu Ser Phe Val Asp lie Cys Tyr Ser Ser Asn Val Thr Pro Asn 
65 70 75 80 

Met Leu His Asn Phe Leu Ser Glu Gin Lys Thr lie Ser Tyr Ala Gly 
85 90 95 

Cys Phe Thr Gin Cys Leu Leu Phe lie Ala Leu Val lie Thr Glu Phe 
100 105 110 

Tyr lie Leu Ala Ser Met Ala Leu Asp Arg Tyr Val Ala lie Cys Ser 
115 120 125 

Pro Leu His Tyr Ser Ser Arg Met Ser Lys Asn lie Cys Val Cys Leu 
130 135 140 

Val Thr lie Pro Tyr Met Tyr Gly Phe Leu Ser Gly Phe Ser Gin Ser 
145 150 155 160 

Leu Leu Thr Phe His Leu Ser Phe Cys Gly Ser Leu Glu lie Asn His 
165 170 175 

Phe Tyr Cys Ala Asp Pro Pro Leu lie Met Leu Ala Cys Ser Asp Thr 
180 185 190 

Arg Val Lys Lys Met Ala Met Phe Val Val Ala Gly Phe Asn Leu Ser 
195 200 205 

Ser Ser Leu Phe lie lie Leu Leu Ser Tyr Leu Phe lie Phe Ala Ala 
210 215 220 

lie Phe Arg lie Arg Ser Ala Glu Gly Arg His Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Ala Ser His Leu Thr lie Val Thr Leu Phe Tyr Gly Thr Leu Phe 
245 250 255 

Cys Met Tyr Val Arg Pro Pro Ser Glu Lys Ser Val Glu Glu Ser Lys 
260 265 270 

lie Thr Ala Val Phe Tyr Thr Phe Leu Ser Pro Met Leu Asn Pro Leu 
275 280 285 

lie Tyr Ser Leu Arg Asn Thr Asp Val lie Leu Ala Met Gin Gin Met 
290 295 300 

lie Arg Gly Lys Ser Phe His Lys lie Ala Val 
305 310 315 



<210> 125 
<211> 952 



176 



<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (1) . . (945) 

<400> 125 

atg ttc tec cca aac cac acc ata gtg aca gaa ttc att etc ttg gga 48 

Met Phe Ser Pro Asn His Thr lie Val Thr Glu Phe lie Leu Leu Gly 
15 10 15 

ctg aca gac gac cca gtg eta gag aag ate ctg ttt ggg gta ttc ctt 96 
Leu Thr Asp Asp Pro Val Leu Glu Lys lie Leu Phe Gly Val Phe Leu 
20 25 30 

gcg ate tac eta ate aca ctg gca ggc aac ctg tgc atg ate ctg ctg 144 
Ala lie Tyr Leu lie Thr Leu Ala Gly Asn Leu Cys Met lie Leu Leu 
35 40 45 

ate agg acc aat tec cac ctg caa aca ccc atg tat ttc ttc ctt ggc 192 
lie Arg Thr Asn Ser His Leu Gin Thr Pro Met Tyr Phe Phe Leu Gly 
50 55 60 

cac etc tec ttt gta gac att tgc tat tct tec aat gtt act cca aat 240 
His Leu Ser Phe Val Asp lie Cys Tyr Ser Ser Asn Val Thr Pro Asn 
65 70 75 80 

atg ctg cac aat ttc etc tea gaa cag aag acc ate tec tac get gga 288 
Met Leu His Asn Phe Leu Ser Glu Gin Lys Thr lie Ser Tyr Ala Gly 
85 90 95 

tgc ttc aca cag tgt ctt etc ttc ate gee ctg gtg ate act gag ttt 336 
Cys Phe Thr Gin Cys Leu Leu Phe lie Ala Leu Val lie Thr Glu Phe 
100 105 110 

tac ate ctt get tea atg gca ttg gat cgc tat gta gee att tgc age 384 
Tyr He Leu Ala Ser Met Ala Leu Asp Arg Tyr Val Ala He Cys Ser 
115 120 125 

cct ttg cat tac agt tec agg atg tec aag aac ate tgt gtc tgt ctg 432 
Pro Leu His Tyr Ser Ser Arg Met Ser Lys Asn He Cys Val Cys Leu 
130 135 140 

gtc act ate cct tac atg tat ggg ttt ctt agt ggg ttc tct cag tea 480 
Val Thr He Pro Tyr Met Tyr Gly Phe Leu Ser Gly Phe Ser Gin Ser 
145 150 155 160 

ctg eta acc ttt cac tta tec ttc tgt ggc tec ctt gaa ate aat cat 528 
Leu Leu Thr Phe His Leu Ser Phe Cys Gly Ser Leu Glu He Asn His 
165 170 175 

ttc tac tgc get gat cct cct ctt ate atg ctg gee tgc tct gac acc 576 
Phe Tyr Cys Ala Asp Pro Pro Leu He Met Leu Ala Cys Ser Asp Thr 
180 185 190 



cgt gtc aaa aag atg gca atg ttt gta gtt gca ggc ttt aat etc tea 624 

177 



Arg Val Lys Lys Met Ala Met Phe Val Val Ala Gly Phe Asn Leu Ser 
195 200 205 



age tct etc ttc ate att ctt ctg tec tat ctt ttc att ttt gca gcg 672 
Ser Ser Leu Phe lie lie Leu Leu Ser Tyr Leu Phe He Phe Ala Ala 
210 215 220 

ate ttc agg ate cgt tct get gaa ggc agg cac aaa gee ttt tct acg 720 
He Phe Arg He Arg Ser Ala Glu Gly Arg His Lys Ala Phe Ser Thr 
225 230 235 240 

tgt get tec cac ctg aca ata gtc act ttg ttt tat gga ace etc ttc 768 
Cys Ala Ser His Leu Thr He Val Thr Leu Phe Tyr Gly Thr Leu Phe 
245 250 255 

tgc atg tac gta agg cct cca tea gag aag tct gta gag gag tec aaa 816 
Cys Met Tyr Val Arg Pro Pro Ser Glu Lys Ser Val Glu Glu Ser Lys 
260 265 270 

ata act gca gtc ttt tat act ttt ttg age cca atg ctg aac cca ttg 864 
lie Thr Ala Val Phe Tyr Thr Phe Leu Ser Pro Met Leu Asn Pro Leu 
275 280 285 

ate tat age eta egg aac aca gat gta ate ctt gee atg caa caa atg 912 
He Tyr Ser Leu Arg Asn Thr Asp Val He Leu Ala Met Gin Gin Met 
290 295 300 

att agg gga aaa tec ttt cat aaa att gca gtt taggctt 952 
He Arg Gly Lys Ser Phe His Lys He Ala Val 
305 310 315 



<210> 126 
<211> 315 
<212> PRT 

<213> Homo sapiens 
<400> 126 

Met Phe Ser Pro Asn His Thr He Val Thr Glu Phe He Leu Leu Gly 
15 10 15 

Leu Thr Asp Asp Pro Val Leu Glu Lys He Leu Phe Gly Val Phe Leu 
20 25 30 

Ala He Tyr Leu He Thr Leu Ala Gly Asn Leu Cys Met lie Leu Leu 
35 40 45 

He Arg Thr Asn Ser His Leu Gin Thr Pro Met Tyr Phe Phe Leu Gly 
50 55 60 

His Leu Ser Phe Val Asp He Cys Tyr Ser Ser Asn Val Thr Pro Asn 
65 70 75 80 

Met Leu His Asn Phe Leu Ser Glu Gin Lys Thr He Ser Tyr Ala Gly 
85 90 95 



Cys Phe Thr Gin Cys Leu Leu Phe lie Ala Leu Val lie Thr Glu Phe 
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100 



105 



110 



Tyr lie Leu Ala Ser Met Ala Leu Asp Arg Tyr Val Ala lie Cys Ser 
115 120 125 

Pro Leu His Tyr Ser Ser Arg Met Ser Lys Asn lie Cys Val Cys Leu 
130 135 140 

Val Thr lie Pro Tyr Met Tyr Gly Phe Leu Ser Gly Phe Ser Gin Ser 
145 150 155 160 

Leu Leu Thr Phe His Leu Ser Phe Cys Gly Ser Leu Glu lie Asn His 
165 170 175 

Phe Tyr Cys Ala Asp Pro Pro Leu He Met Leu Ala Cys Ser Asp Thr 
180 185 190 

Arg Val Lys Lys Met Ala Met Phe Val Val Ala Gly Phe Asn Leu Ser 
195 200 205 

Ser Ser Leu Phe He He Leu Leu Ser Tyr Leu Phe He Phe Ala Ala 
210 215 220 

He Phe Arg He Arg Ser Ala Glu Gly Arg His Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Ala Ser His Leu Thr lie Val Thr Leu Phe Tyr Gly Thr Leu Phe 
245 250 255 

Cys Met Tyr Val Arg Pro Pro Ser Glu Lys Ser Val Glu Glu Ser Lys 
260 265 270 

He Thr Ala Val Phe Tyr Thr Phe Leu Ser Pro Met Leu Asn Pro Leu 
275 280 285 

He Tyr Ser Leu Arg Asn Thr Asp Val He Leu Ala Met Gin Gin Met 
290 295 300 

lie Arg Gly Lys Ser Phe His Lys lie Ala Val 
305 310 315 



<210> 127 
<211> 938 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (9) . . (935) 

<400> 127 

tggaatcc atg gcc agt aca agt aat gtg act gag ttg att ttc act ggc 
Met Ala Ser Thr Ser Asn Val Thr Glu Leu lie Phe Thr Gly 
15 10 
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ctt ttc cag gat cca gcg gtg cag agt gta tgc ttt gtg gtg ttt etc 98 
Leu Phe Gin Asp Pro Ala Val Gin Ser Val Cys Phe Val Val Phe Leu 
15 20 25 30 

ccc gtg tac ctt gec gcg gtg gtg ggc aat ggc etc ate gtt ctg acg 146 
Pro Val Tyr Leu Ala Ala Val Val Gly Asn Gly Leu lie Val Leu Thr 
35 40 45 

gtc agt ate age aag agt ctg gat tct ccc atg tac ttc ttc ctt age 194 
Val Ser lie Ser Lys Ser Leu Asp Ser Pro Met Tyr Phe Phe Leu Ser 
50 55 60 

tac ctg tec ttg gtg gag ate agt tat tec tec act ate gee cct aaa 242 
Tyr Leu Ser Leu Val Glu lie Ser Tyr Ser Ser Thr lie Ala Pro Lys 
65 70 75 

ttc ate ata gac tta ctt gee aag att aaa ace ate tct ctg gaa ggc 290 
Phe He He Asp Leu Leu Ala Lys He Lys Thr He Ser Leu Glu Gly 
80 85 90 

tgt ctg act cag ata ttc ttc ttc cac ttc ttt ggg gtt get gag ate 338 
Cys Leu Thr Gin He Phe Phe Phe His Phe Phe Gly Val Ala Glu He 
95 100 105 110 

ctt ttg att gtg gtg atg gee tat gat tgc tac gtg gee att tgc aag 3 86 
Leu Leu He Val Val Met Ala Tyr Asp Cys Tyr Val Ala He Cys Lys 
115 120 125 

cct ctt cat tat atg aac att ate agt cgt caa ctg tgt cac ctt ctg 434 
Pro Leu His Tyr Met Asn lie lie Ser Arg Gin Leu Cys His Leu Leu 
130 135 140 

gtg get ggt tec tgg ctg ggg ggc ttt tgt cac tec ata att cag att 482 
Val Ala Gly Ser Trp Leu Gly Gly Phe Cys His Ser lie lie Gin lie 
145 150 155 

etc gtt ate ate caa ttg ccc ttc tgt ggt ccc aat gtg att gac cac 530 
Leu Val lie lie Gin Leu Pro Phe Cys Gly Pro Asn Val He Asp His 
160 165 170 

tat ttc tgt gac etc cag cct tta ttc aag ctt gee tgc act gac acc 578 
Tyr Phe Cys Asp Leu Gin Pro Leu Phe Lys Leu Ala Cys Thr Asp Thr 
175 180 185 190 

ttc atg gag ggg gtt att gtg ttg gec aac agt gga tta ttc tct gtc 626 
Phe Met Glu Gly Val lie Val Leu Ala Asn Ser Gly Leu Phe Ser Val 
195 200 205 

ttc tec ttc etc ate ttg gtg tec tct tat att gtc att ctg gtc aac 674 
Phe Ser Phe Leu lie Leu Val Ser Ser Tyr lie Val lie Leu Val Asn 
210 215 220 

ttg agg aac cat tct gca gag ggg agg cac aaa gec etc tec acc tgt 722 
Leu Arg Asn His Ser Ala Glu Gly Arg His Lys Ala Leu Ser Thr Cys 
225 230 235 

get tct cac ate aca gtg gtc ate ttg ttt ttt gga cct get ate ttc 770 

180 



Ala Ser His lie Thr Val Val lie Leu Phe Phe Gly Pro Ala lie Phe 
240 245 250 



etc tac atg cga cct tct tec act ttc act gaa gat aaa ctt gtg get 818 
Leu Tyr Met Arg Pro Ser Ser Thr Phe Thr Glu Asp Lys Leu Val Ala 
255 260 265 270 

gta ttc tac atg gtc ate ace ccc atg ctg aac ccc ate att tac aca 866 
Val Phe Tyr Met Val lie Thr Pro Met Leu Asn Pro He He Tyr Thr 
275 280 285 

etc agg aat gca gag gtg aaa ate gee ata aga aga ttg tgg age aaa 914 
Leu Arg Asn Ala Glu Val Lys He Ala He Arg Arg Leu Trp Ser Lys 
290 295 300 

aag gag aat cca ggg agg gag tga 93 8 

Lys Glu Asn Pro Gly Arg Glu 
3 05 



<210> 128 
<211> 309 
<212> PRT 

<213> Homo sapiens 
<400> 128 

Met Ala Ser Thr Ser Asn Val Thr Glu Leu He Phe Thr Gly Leu Phe 
15 10 15 

Gin Asp Pro Ala Val Gin Ser Val Cys Phe Val Val Phe Leu Pro Val 
20 25 30 

Tyr Leu Ala Ala Val Val Gly Asn Gly Leu He Val Leu Thr Val Ser 
35 40 45 

He Ser Lys Ser Leu Asp Ser Pro Met Tyr Phe Phe Leu Ser Tyr Leu 
50 55 60 

Ser Leu Val Glu He Ser Tyr Ser Ser Thr He Ala Pro Lys Phe He 
65 70 75 80 

He Asp Leu Leu Ala Lys He Lys Thr He Ser Leu Glu Gly Cys Leu 
85 90 95 

Thr Gin He Phe Phe Phe His Phe Phe Gly Val Ala Glu He Leu Leu 
100 105 110 

lie Val Val Met Ala Tyr Asp Cys Tyr Val Ala He Cys Lys Pro Leu 
115 120 125 

His Tyr Met Asn He He Ser Arg Gin Leu Cys His Leu Leu Val Ala 
130 135 140 

Gly Ser Trp Leu Gly Gly Phe Cys His Ser He He Gin He Leu Val 
145 150 155 160 



lie lie Gin Leu Pro Phe Cys Gly Pro Asn Val lie Asp His Tyr Phe 

181 



Cys Asp Leu Gin 
180 

Glu Gly Val He 
195 

Phe Leu He Leu 
210 

Asn His Ser Ala 
225 

His He Thr Val 



Met Arg Pro Ser 
260 

Tyr Met Val He 
275 

Asn Ala Glu Val 
290 

Asn Pro Gly Arg 
305 



165 

Pro Leu Phe Lys 

Val Leu Ala Asn 
200 

Val Ser Ser Tyr 
215 

Glu Gly Arg His 
230 

Val He Leu Phe 
245 

Ser Thr Phe Thr 

Thr Pro Met Leu 
280 

Lys He Ala He 
295 

Glu 



170 

Leu Ala Cys Thr 
185 

Ser Gly Leu Phe 



He Val He Leu 
220 

Lys Ala Leu Ser 
235 

Phe Gly Pro Ala 
250 

Glu Asp Lys Leu 
265 

Asn Pro He He 

Arg Arg Leu Trp 
300 



175 

Asp Thr Phe Met 
190 

Ser Val Phe Ser 
205 

Val Asn Leu Arg 

Thr Cys Ala Ser 
240 

He Phe Leu Tyr 
2 55 

Val Ala Val Phe 
270 

Tyr Thr Leu Arg 
28 5 

Ser Lys Lys Glu 



<210> 129 
<400> 129 
000 



<210> 130 
<211> 312 
<212> PRT 

<213> Homo sapiens 
<400> 130 



Met Glu Arg Val Asn Glu Thr Val Val Arg Glu Val lie Phe Leu Gly 

io 15 

Phe Ser Ser Leu Ala Arg Leu Gin Gin Leu Leu Phe Val He Phe Leu 

25 30 
Leu Leu Tyr Leu Phe Thr Leu Gly Thr Asn Ala He He He Ser Thr 

40 45 
He Val Leu Asp Arg Ala Leu His He Pro Met Tyr Phe Phe Leu Ala 



lie Leu Ser Cys Ser Glu He Cys Tyr Thr Phe He He Val Pro Lys 

75 80 
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Met Leu Val Asp Leu 
85 

Cys Ala lie Gin Met 
100 

Phe Leu Leu Ala Val 
115 

Pro Leu Arg Tyr Ser 
130 

Val Ala Ala Ala Cys 
145 

Ser Leu Val Phe His 
165 

Phe Phe Cys Asp lie 
180 

His Phe Ser Gin lie 
195 

lie Pro Leu Leu Leu 
210 

lie Leu Gin Phe Pro 
225 

Cys Val Ser His Leu 
245 

Phe lie Tyr Leu Arg 
260 

Leu lie Ser Val Ser 
275 

lie Tyr Ser Leu Arg 
290 

Val Arg Arg Thr He 
305 



Leu Ser Gin Lys Lys Thr 
90 

Phe Ser Phe Leu Phe Leu 
105 

Met Gly Tyr Asp Arg Tyr 
120 

Val Leu Met Gly His Gly 
135 

Ala Cys Gly Phe Thr Val 
150 155 

Leu Pro Phe Tyr Ser Ser 
170 

Ala Pro Val Leu Lys Leu 
185 

Val He Phe Met Leu Cys 
200 

He Leu Val Ser Tyr Val 
215 

Ser Thr Leu Gly Arg Cys 
230 235 

He He Val Thr Val His 
250 

Pro Gin Ser Asn Tyr Ser 
.265 

Tyr Thr He He Thr Pro 
280 

Asn Lys Glu Phe Lys Ser 
295 

Ser Leu Leu 
310 



lie Ser Phe Leu Gly 
95 

Gly Cys Ser His Ser 
110 

He Ala He Cys Asn 
125 

Val Cys Met Gly Leu 
140 

Ala Gin He He Thr 
160 

Asn Gin Leu His His 
175 

Ala Ser His His Asn 
190 

Thr Leu Val Leu Ala 
205 

His He Leu Ser Ala 
220 

Lys Ala Phe Ser Thr 
240 

Tyr Gly Cys Ala Ser 
255 

Ser Ser Gin Asp Ala 
270 

Leu Phe Asn Pro Met 
285 

Ala Leu Cys Lys lie 
300 



<210> 131 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 131 

atgccaggaa gaatgtcaga tt 



183 



<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 132 

ccaacctcag tgataaccat cttcca 



<210> 133 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 133 

tgggatccct gttaagaaga ag 

<210> 134 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 134 

ctacagaggg caggcaaaa 

<210> 135 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 135 

tttctacctg tggctcccat ctgaca 



<210> 136 
<211> 22 
<212> DNA 
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<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 136 

ggaggtctga gacacatgaa ga 



<210> 137 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence; TaqMan PCR 
primer 

<400> 137 

aatggcatcc taatttgtgt ca 



<210> 138 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<:400> 138 

caatcctgca tgagcccatg tacata 



<210> 139 

<211> 22 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 139 

cactggccag catagataag aa 



<210> 140 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 
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<400> 140 

ctggccaatc tctatgttct tg 



22 



<210> 141 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 



<400> 141 

ccccatgatg aacccaatta tctatgga 



28 



<210> 142 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 



<400> 142 

caaccccttt ctgaatctgt tt 



22 



<210> 143 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 



<400> 143 

ctggccaatc tctatgttct tg 



22 



<210> 144 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 



<400> 144 

ccccatgatg aacccaatta tctatgga 



28 



186 



<210> 145 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 145 

caaccccttt ctgaatctgt tt 22 



<210> 146 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 146 

gctgtggaaa atgactcttc ag 22 



<210> 147 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 147 

ttcttttggg attaacagac cagcct 26 



<210> 148 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 148 

acaggggcaa ttggatctc 19 



<210> 149 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 149 

tctcacctcc acacaccaat 



<210> 150 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 150 

ttcctcttca atctctcctt cattga 



<210> 151 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 151 

gcattttggg agtgaaaaca 

<210> 152 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 152 

tctcctttct ggaatgcatt actcaa 



<210> 153 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 



<400> 153 
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ggtagccttc tgcaattaca aa 



<210> 154 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 154 

tgaactttgt tccagaggag aa 



<210> 155 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 155 

tctcctttct ggaatgcatt actcaa 



<210> 156 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 156 

ggtagccttc tgcaattaca aa 



<210> 157 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 157 

ctaccaccca gaagtgatca aa 

<210> 158 
<211> 26 



189 



<212> DNA 

<213> Artificial Sequence 



<220> 



" 23> PS"" 011 ° f Sequence: ^Man PCS 



primer 
<400> 158 

cacatattcc aaaccttgga tcagca 

<210> 159 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

" 23> p r e S Pti ° n ° f ^"ici-l Sequence: TaqMan PC* 
<400> 159 

ccattcaggt agagctgaag aa 

<210> 160 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial o Q 

primer Artificial Sequence: TaqMan PCR 

<400> 160 

tgggagcatt tatcaccagt ag 

<210> 161 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> S;; PtlM ° f ^""ci-l Seguence: TagMan PC* 
<400> 161 

atatacctac tgctcccgcc tgtgct 

<210> 162 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
220> 

223> Description of Artificial 

UlClal Sequence: TaqMan PCR 
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primer 



<400> 162 

cacactgtag acaatggggt tt 



<210> 163 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 163 

catgttcttc tggccatact gt 



<210> 164 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 164 

cttgtgccac ctgcactcaa tcctct 



<210> 165 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 165 

ctgggtcttc accctataga ca 



<210> 166 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 166 

aaatggtggc tgtgttttac ac 
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<210> 167 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 167 

tgttgaatcc catgatctac agtctga 



<210> 168 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 168 

tgctttgttg actgcttctt tt 



<210> 169 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 169 

aaatggtggc tgtgttttac ac 



<210> 170 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 170 

tgttgaatcc catgatctac agtctga 



<210> 171 

<211> 22 

<212> DNA 

<213> Artificial Sequence 



192 



<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 171 

tgctttgttg actgcttctt tt 22 



<210> 172 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 172 

aaatggtggc tgtgttttac ac 22 



<210> 173 

<211> 27 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 173 

tgttgaatcc catgatctac agtctga 27 



<210> 174 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 174 

tgctttgttg actgcttctt tt 22 



<210> 175 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 
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<400> 175 

caataggacc gctgttgct 

<210> 176 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 176 

tcattctact gggcctagtg caaaca 



<210> 177 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 177 

acaaagacaa ctggctgcat 

<210> 178 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 178 

tctgacttgg aaggcagttg 



<210> 179 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 179 

aaggagatga acattacgtc cacgcc 
<210> 180 



194 



<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 180 

ttactgccat tctgctggtc 20 



<210> 181 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 181 

tattggcctc tcagtggtac ac 2 2 



<210> 182 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 182 

tttggaaaca gccttcatcc cattgt 26 



<210> 183 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 183 

ggtagatgtc acccatgaca ac 22 



<210> 184 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 



Sequence 
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<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 184 

agtcttgcac aagcctgtgt ac 

<210> 185 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 185 

ctgtgcatgc tctcaaccat cgactt 



<210> 186 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 186 

gatagccagt agcttgggaa ct 



<210> 187 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 187 

acccatgtat tttgtcattg ga 



<210> 188 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 



<400> 188 

tcttctgtcc acaccccaaa gatcct 
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<210> 189 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 189 

gtcttcagag atgcaggtca ct 22 



<210> 190 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 190 

ttccaagttt tcttgtcctt ca 22 



<210> 191 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 191 

tggccccaac atcattaacc atttct 26 



<210> 192 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 192 

aaatgagttt caagagggga aa 22 



<210> 193 
<211> 22 
<212> DNA 



197 



<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence-. TaqMan PGR 
primer 

<400> 193 

catacccttg gtctctttgt tg 



<210> 194 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 194 

ctgccaacag tgggttcatc tgctta 



<210> 195 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 195 

cacataggat accacccaga ga 

<210> 196 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 196 

acaagcacta tgacggaatt tg 



<210> 197 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 



198 



<400> 197 

ttctccttgg ctttcctggt tgtcag 



<210> 198 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 198 

acagggagaa gaggaaactt tg 

<210> 199 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 199 

tgtggacatt gggtattcca ta 



<210> 200 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 200 

tcagttacgc caatcattct catcaa 



<210> 201 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 201 

ctgtgctata cagcctgtga ca 



199 



<210> 202 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 202 

ttacaggctg tttgatgaac ct 22 



<210> 203 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 203 

ttctgcggtc caaataaaat caacca 26 



<210> 204 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 204 

aaagcttcaa gagtgggaag ag 22 



<210> 205 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 205 

tgttgactct cgacttcaaa cc 22 



<210> 206 

<211> 26 

<212> DNA 

<213> Artificial 



Sequence 



200 



<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 206 

ttttcctgca acatctggct ctcatt 



<210> 207 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 207 

cattttaggg gcaatgacag ta 



<210> 208 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 208 

tgttgactct cgacttcaaa cc 



<210> 209 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 209 

ttttcctgca acatctggct ctcatt 



<210> 210 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 



<400> 210 

201 



cattttaggg gcaatgacag ta 



<210> 211 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 211 

acctcccaac aaccttctgt ag 



<210> 212 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 212 

ccgtgacatc cttgttccta aggctg 



<210> 213 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 213 

ccatgctcaa tccactcatt ta 



<210> 214 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 214 

gcccaagatg ctcctgga 

<210> 215 
<211> 30 



202 



<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 215 

caggtcatgg gtgtgaataa gatctcagcc 3 0 



<210> 216 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 216 

ggaacatctg catcccacac t 21 



<210> 217 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 217 

gatttcatcc tcatgggact ct 22 



<210> 218 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 218 

tcagacgatc caaacatcca gctcta 26 



<210> 219 

<211> 22 

<212> DNA 

<213> Artificial 



Sequence 



<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
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primer 



<400> 219 

tcaggaaaac cacaaagatg ac 

<210> 220 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 220 

caagatgcta gtgagcatcc a 

<210> 221 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 221 

acatctccta catggggtgc ctcact 

<210> 222 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 222 

tatccattcc agcaaacatc at 

<210> 223 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 223 

cctcctcttg cttgtctcct at 



204 



<210> 224 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 224 

ccgtgctgct agtcgatcct ctaagg 



<210> 225 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 225 

tgagctgaga gagtggagaa ag 



<210> 226 
<211> 22 
<212> DNA 

<213> .Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 226 

cctcctcttg cttgtctcct at 



<210> 227 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 227 

ccgtgctgct agtcgatcct ctaagg 



<210> 228 
<211> 22 
<212> DNA 
<213> Artificial 



Sequence 



205 



<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 228 

tgagctgaga gagtggagaa ag 

<210> 229 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 229 

aaatggtgct cctagtttcc at 



<210> 230 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 230 

tgttgctata tgcaaacctc cccact 



<210> 231 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 231 

tacacagcag ctcatgattg tc 

<210> 232 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 



206 



<400> 232 

cagctcctcc tcctagtgtt tt 



22 



<210> 233 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 233 

cctctgtgct ctatgtggca agcatt 26 



<210> 234 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 234 

tggtcacaga aaacacaatg ag 22 



<210> 235 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 235 

tttgatgcag ttctcactcc tt 22 



<210> 236 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 236 

tctgaatcca gttgtctata cattcagga 29 



<210> 237 



207 



<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 237 

tattgctgcc ttcatctcct ta 22 



<210> 238 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 238 

tttgatgcag ttctcactcc tt 22 



<210> 239 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 239 

tctgaatcca gttgtctata cattcagga 29 



<210> 240 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 240 

tattgctgcc ttcatctcct ta 22 



<210> 241 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 



208 



<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<4Q0> 241 

tgtccaactg gctctgatac tt 



<210> 242 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 242 

cccttctgtg gccccaatat cctaga 



<210> 243 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 243 

cttggggaac atcacagtag aa 



<210> 244 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 244 

gcctccctca tcttctctct ac 



<210> 245 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 245 

acccgatcat cccgcacttt ctct 

209 



<210> 246 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 246 

ctcagtactg gcaggatgtc a 



<210> 247 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 247 

gcctccctca tcttctctct ac 



<210> 248 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 248 

acccgatcat cccgcacttt ctct 

<210> 249 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 249 

ctcagtactg gcaggatgtc a 



<210> 250 
<211> 20 
<212> DNA 



210 



<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 250 

ttctgctgct gctttatgct 



<210> 251 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 251 

cctgggcaac atcctcatcc tcttta 



<210> 252 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 252 

gcaagctctg ctcttccttt 



<210> 253 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 253 

tatttcatcc tgctgggatt ct 



<210> 254 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 



211 



<400> 254 

tcccaggatc ataaaagtgc tcttca 



26 



<210> 255 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 255 

tccaggccag agatgtaatg ta 



<210> 256 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 256 

aacctagctt tcctggacat gt 



<210> 257 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 257 

tcatttgcca ctcccaagat gatcag 



<210> 258 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 258 

acatcctcca aaggagatga gt 



212 



<210> 259 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer ( 

<400> 259 

cagaatttgt gttgcatgga 2 0 



<210> 260 

<211> 26 , 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 260 

ctctgcactt cacgacatct tcaaaa 26 



<210> 261 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 261 

ccagcataat ggccacatag 2 0 



<210> 262 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 262 

cagaatttgt gttgcatgga 20 



<210> 263 
<211> 26 
<212> DNA 

<213> Artificial Sequence 



213 



<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 263 

ctctgcactt cacgacatct tcaaaa 26 



<210> 264 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 264 

ccagcataat ggccacatag 20 



<210> 265 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
primer 

<400> 265 

aattgctcaa actatcctgc aa 



Sequence : TaqMan PCR 



22 



<210> 266 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 266 

tcacggagtt tatcctcttc ttaatggctg 30 



<210> 267 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 267 



214 



agggatcaaa gaaccaaaga ga 



22 



<210> 268 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 268 

gctcttctcc ctctcaattg tt 22 



<210> 269 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 269 

catgtttatt ctagtggcca ttctcaga 2 8 



<210> 270 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 270 

tgtacctccc tttccttgag tt 22 



<210> 271 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 271 

tcatcttctt atggccaatg tc 22 



<210> 272 
<211> 26 



215 



<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: 
primer 



TaqMan PCR 



<400> 272 

tgcctcccat gcttaaccca atcata 



26 



<210> 273 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 



<400> 273 

ggtggatctc cttggtctta at 



22 



<210> 274 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 



<400> 274 

tgaactttgt tccagaggag aa 



22 



<210> 275 

<211> 22 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: 
primer 



TaqMan PCR 



<400> 275 

atcttcctcg agtcaccaaa ct 



22 



<210> 276 

<211> 26 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: TaqMan PCR 

216 



primer 
<400> 276 

tgcctgcctg gactcttaca tcattg 26 



<210> 277 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 277 

agtgcttagg gaaagaattc ca 2 2 



<210> 278 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 278 

atcttcctcg agtcaccaaa ct 22 



<210> 279 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 279 

tgcctgcctg gactcttaca tcattg 26 



<210> 280 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 280 

agtgcttagg gaaagaattc ca 22 



217 



<210> 281 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 281 

atcttcctcg agtcaccaaa ct 



<210> 282 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 282 

tgcctgcctg gactcttaca tcattg 



<210> 283 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 283 

agtgcttagg gaaagaattc ca 



<210> 284 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 284 

atgatcttcg ttccaagcat tt 



<210> 285 
<211> 23 
<212> DNA 

<213> Artificial Sequence 

218 



<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 285 

acctctatgc ccggcccttc act 

<210> 286 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> description of Artificial Sequence: TaqMan PCR 
primer 

<400> 286 

gatggacaca agcttgtcca t 

<210> 287 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 287 

ccgtctattc tactgcattt gc 



<210> 288 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 288 

cccaaaatga ttgttgactt gctctctg 



<210> 289 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 



219 



<400> 289 , 

atacaaccct gaaaggaaat gg 



<210> 290 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 290 

tcttggtctt tgtgctgatc tt 



<210> 291 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 291 

tcatcctccc tggaaatttt ctcatt 



<210> 292 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 292 

agggtctgac cttatggtga aa 



<210> 293 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 293 

caaccagaca tggatcacag a 



<210> 294 

220 



<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 294 

atcaccctgc tgggattcca ggtt 

<210> 295 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 295 

aagagtccac agaggagaat eg 

<210> 296 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 296 

cctggccctc ataaatctaa tt 



<210> 297 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 297 

ctccttctaa ggctgccctt ctgtgg 



<210> 298 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 



221 



<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 298 

acagacagaa tttcaccgaa ga 22 



<210> 299 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 299 

actgggtagg tgcaaagctt 20 



<210> 300 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 300 

tctcacctca ttattgtcac tgtcca 26 



<210> 301 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 301 

ataaaggagg cacagccata g 21 



<210> 302 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 



<400> 302 

cagcagctgc tctttgttat ct 
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22 



<210> 303 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 303 

ctacctgttc actctgggca ccaatg 26 



<210> 304 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 304 

gacaatggtg gaaatgatga tt 22 



<210> 305 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 305 

cagcagctgc tctttgttat ct 22 



<210> 306 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 306 

ctacctgttc actctgggca ccaatg 26 



<210> 307 
<211> 22 
<212> DNA 
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<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 307 

gacaatggtg gaaatgatga tt 



<210> 308 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 308 

cagcagctgc tctttgttat ct 



<210> 309 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 309 

ctacctgttc actctgggca ccaatg 



<210> 310 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 310 

gacaatggtg gaaatgatga tt 

<210> 311 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 
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<400> 311 

cagcagctgc tctttgttat ct 



22 



<210> 312 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 312 

ctacctgttc actctgggca ccaatg 26 



<210> 313 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 313 

gacaatggtg gaaatgatga tt 22 



<210> 314 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 314 

cagcagctgc tctttgttat ct 22 



<210> 315 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 315 

ctacctgttc actctgggca ccaatg 26 
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<210> 316 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 316 

gacaatggtg gaaatgatga tt 

<210> 317 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 317 

cagcagctgc tctttgttat ct 



<210> 318 
<211> 26 
<212r> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 318 

ctacctgttc actctgggca ccaatg 



<210> 319 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 319 

gacaatggtg gaaatgatga tt 

<210> 320 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 320 

cagcagctgc tctttgttat ct 



<210> 321 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 321 

ctacctgttc actctgggca ccaatg 



<210> 322 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 322 

gacaatggtg gaaatgatga tt 

<210> 323 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 323 

cctccacaca ccaatgtact tc 

<210> 324 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 324 
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tccttggcat tctctcaaca tctgaga 



<210> 325 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PGR 
primer 

<400> 325 

gcatcttggg tagaatgaca aa 



<210> 326 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 326 

ggacaatctc cttcaactgt tg 



<210> 327 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 327 

cttggttttg ccattaccaa ctgcct 



<210> 328 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 328 

cataacccat cacacccaat ag 



<210> 329 
<211> 22 
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<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 329 

accatcatca agagtgctat gg 22 



<210> 330 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 330 

tcctttcgaa gcttctgcat catcct 26 



<210> 331 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 331 

aggcatgtca gcaagaatac at 22 



<210> 332 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 332 

ccatggcatt tgatcactat gt 22 



<210> 333 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
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primer 



<400> 333 

tgagatatac caccatcttg actccca 



<210> 334 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 334 

ccatagcact cttgatgatg gt 



<210> 335 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 335 

ccatggcatt tgatcactat gt 



<210> 336 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 336 

tgagatatac caccatcttg actccca 



<210> 337 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 337 

ccatagcact cttgatgatg gt 
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<210> 338 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 338 

gccctttaga taagtcgtcc aa 



<210> 339 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 339 

agctctgtcc actttgactg ctcaca 



<210> 340 
<2X1> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 340 

catggtccaa agaacaaaag aa 

<210> 341 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 341 

acctccgtgt ctgaattcat c 



<210> 342 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 342 

ccacctccag ctgatgctct tcct 



<210> 343 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 343 

acaggtacat cagcaggaac ag 

<210> 344 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 344 

ttcctctcca tcttgggatc 



<210> 345 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 345 

tcacactctg gtcatcagag ctgtgc 



<210> 346 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

232 



<400> 346 

tagttcgacc agcaccagag 



<210> 347 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 347 

cacctccatt cccctatgta ct 



<210> 348 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 348 

tccttagtaa cttggccttt gttgaca 



<210> 349 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 349 

ggactgtagt cgacgtaaag ca 



<210> 350 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TaqMan PCR 
primer 

<400> 350 

aagctgtgtg gttgaattca tc 



<210> 351 



<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence 
primer 

<400> 351 

tctaactatc ctgagctcca ggggca 

<210> 352 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
primer 

<400> 352 

taaataacca ggaaagccac aa 
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